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Table 1 

Differential Gene Expression in Chemokincsis vs Medium SDF-l Gradients 

UP REGULATED IN CHEMOKINES1S COMPARED TO MEDIUM SDF-1 GRADIENTS 



8.54 
6.88 



6.62 
5.45 



Hs.223014 antizyme inhibitor 
Hs.740 PTK2 protein tyrosine kinase 2 



Hs.6881 splicing factor, arginineserine-ri ch 6 
Hs.73172 growth factor independent 1 



5.38 
4.97 



Hs.73931 major histocompatibility complex, class U , DQ beta 1 
Hs.1 8895 tousled-fike kinase 1 



Hs.76536 tnansducin (bstaHike 1 
Hs. 158688 KIAA0741 gene product 



3.89 



3.73 



Hs.82985 collagen, type V, alpha 2 



3.70 
3.67 



Hs.735B hypothetical protein FLJ13110 



Hs.75231 solute carrier family 16 (monocarboxytic acid transporters), member T 



3.64 



3.63 
3.62 



Hs.9701 growth arrest and DNA-damage-inducible, gamma 



Hs. 73793 vascular endothePal growth factor 



3.52 
3.45 



gb:BC0Q6233.1 pgHomo sapiens, k e tohexokinase (fructok,nase) ( done MG C:103 70, mRNA. com pteii^ 

Hs 171R14 nara humncln " ■ ! *_ 



Hs.171814parathymosin 

Hs.2969 v-skl avian sarcoma viral oncogene homolog 



3.39 
3.33 



3.32 
3.22 



Hs.321223 keratin 6B 
Hs. 139648 K1AA0706 gene product 



3.13 
3.05 



HS.563D9 Homo sapiens, Similarto RIK E N cDNA 2310034L04 gene, clone MQC :11 001, mRNA. comp lit^T 
Hs.54505 aquaporin 6, kidney specific 11 — - — 



Hs.84285 ubiquitin-conjugating enzyme E2I (homologous to yeastT<BC9T 



Hs.135626 chymase 1, mast eel 



3.00 
2.95 



Hs.249216 H2B histone family, member J 



Hs.288650 aquaporin 4 



member 5 1 Serine (0fCyStelne) P roteinase WHbter. clade E ( nexJn, plasminogen activator inhibitor type 1), 



2.93 



^NN^euZTne ^ ^ RP1 - 23Q2i °" en romosome 6. Contains acidic calponin 3 

Hs. 322680 Homo sapiens cDNA: FU21547 fis, done COL06206 



2.90 



Hs.301667 Homo sapiens mRNA; cDNA DKFZp566IQ43 (from done DKFZ^566lQ43)T 



— * » v . w... w.wmw ist\, <-^JUUIUfO^ 

MQto^ 4 ^'**™ 0 SaPte " S ' Sim " art ° Ch ° nTOfgiC r9C9pt or ' nicotfni * a 'P" a P°'ypeptide 3, clone 



MGC:12991,mRNA _ 

SSSuSSi ( ° rcysteine) proteinase ' nhibitor » dade F antiplasmin, pigm ent epithelium derived 



2.85 
2.84 



HsJ 62200 urotensin 2 



te.24385 Human hbc647 mRNA s equence 
Hs.280380 aminopeptid"ase " 



2.80 
2.75 



2.70 
2.66 



Hs.25732 eukaryotic translation initiation factor 4 g amma, 3 
Hs.79876 steroid sulfatase (microsomal), arylsulfatase C, isozyme S 



2.64 
2.63 



Hs.306243 Homo sapiens thioredoxin delta 3 (TXN delta 3) mRNA. partial cds 
Hs.2388 apolipoprotein F " ~ " 



Hs.292787 ESTs 



2.62 
2.62 



Hs.34114 ATPase, Na+K+ transporting, alpha 2 (+) polypeptide 



Hs.82065 interteukin 6 signal transducer (gp130, oncostatin M recepto r) 
Hs.271926 serologically defined colon cancer antigen 16 



2.60 
2.55 



Hs. 15791 transmembrane 7 superfamiiy member 1 (upregulated In kidney) 



Hs.1 36075 Homo sapiens cDNA: FLJ23438 fis, done HRC13275 



2.54 
2.53 



Hs.1 21068 transmembrane 4 superfamiiy member 6 



Hs. 182740 ribosomal protein S1 1 



Hs.82280 regulator of G-protetn signallin g 10 
Hs.239114 mannosidase, alpha, class 1A, member 2 



2.52 
2.52 



Hs.302022 PR domain containing 16 

HS.11Q9Q3 claudin 5 (transmembrane protein deleted in vetocardlofacial syndrome) 
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Table 1 

Differential Gene Expression in Chemokinesis vs Medium SDF-1 Gradients 



2.50 



2.50 



2.49 



2.46 



2.38 



2.34 



Hs.3005 transcription factor AP-4 (activating e nhancer-binding protein 4) 
Hs.293334 ESTs ' 



Hs .66578 corticotropin releasing hormone receptor 2 



Hs.286233 sperm autoantigenic pro tein 17 
Hs.99971 zinc finger protein 272 



Hs.24322 ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 



2.34 
2.32 



Hs.1 54762 H1V-1 rev binding protein 2 



2.31 
2.31 



Hs.84152 cystathionine-beta-synthase 



Hs.96 phorboM 2-myristate-1 3-acetate-lnduced protein 1 



■247043 type 1 tumor necrosis factor receptor shedding aminopeptidase regulator 



2.30 



Hs. 55481 zinc finger protein 165 



2.29 



Hs.8074 brain-specific angioganesis inhibitor 3 



Hs.103978 serinethreonlne kinase 22B (spemilogenesls associated) 



■306618 Homo sapiens cDNA FU11930 fis, clone HEMBB1000441 



2.26 



Hs.1 94669 enhancer of zeste (Drosophila) homolog 1 



Hs.1 6488 calreticulin 



2,25 



2.25 
2.23 



Hs.305979Homo sapiens clone FLB3024 PRO0756 mRNA, complete cds 



Hs.79170 KIAA0227 protein 



2.22 



Hs.306602 Homo sapiens cDNA FLJ11514 fis, done HEMBA1002229 



is.223241 eukar yotic translation elongation factor 1 delta (guan ine nucleotide exchann* nmtPim 

-lc 7Q(ldO nai irvsm n ^: n r» »_ _ — ' 



Hs.79042 neuromedin B receptor 



j.93304 phospholipase A2, group Vll (platelet-activating factor a cetylhydroiase, plasma) 
Hs.247741 protocadherin alpha 2 ' ■ 



2.17 



Hs.1 29928 K1AA0477 gene product 



2.17 



Hs.54481 low density lipoprotein receptor-related protein 8 t apolipoprotein e receptor 



2.17 



Hs.133130 Homo sapiens mRNA; cDNA DKFZp 566H0124 (from clone DKFZn566H0l?4\ 

Me *5nR7"7fi UnmM im.i*. r-. m,.^. ; ~ ■ . . ■ i T Z. ' 



Hs.306778 Homo sapiens cDNA; FU21524 fis, clone COL05921 



2.13 



Hs.239176 insulin-like growth factor 1 receptor 



2.13 



2.12 



Hs.53973 vasoactive Intestinal peptide 



Hs.262869 plasmlnogen-tlke 



Hs.86958 Interferon (alpha, beta and omega) receptor 2 



Hs.86368 calmegin 



Hs.1 69488 dentatorubral-pallidoluysian atrophy (atrophin-1) 



Hs.21838 hypothetical protein FLJ11191 



.28777 H2A histone family, member L 



Hs.1 99538 inhibin, beta C 



2.05 



Hs.272529 grycosylphosphatidylinosltol specific phospholipase D1 



Hs.248999 ESTs 



2.04 



Hs.39328 /len=463 



2.04 



2.02 



2.02 



Hs.287809 Human HOX-2.5 gene for homeodomain protein, partial " 
Hs.64639 glioma pathogenesis-related protein 



Hs.274402 heat shock 70kP protein 1B 



2.00 



Hs.56145 thymosin, beta, Identified In neuroblastoma cells 



Hs.1 51641 glycoprotein A repetitions predominant 



1.97 



Hs.69547 myelin basic protein 



Hs.1 80919 inhibitor of DNA binding 2, dominant negative helix-loop-helix protein" 



1.93 



H3.5327PRQ1914 protein 



1.92 



Hs.85302 adenosine deaminase. RNA-spectfic, B1 (homolog of rat REP1) 



Hs.1 18786 metallothionein 2A 



Hs.278572 anaplastic lymphoma kinase (Ki-1) 



1.91 
1.91 



Hs.315463 suppression of tumorlgenicity 16 (m elanoma differentiation) 

He lAQOR — i /n».^ i»n„\ i 



Hs.1 59526 patched (Drosophila) homolog 
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Table 1 

Differential Gene Expression in Chemokinesis vs Medium SDF-1 Gradients 



1.91 



1.90 



1.90 



Hs.24322 AT Pase, H+ transporting, lysos omal (vacuolar proton pumnl Qkn 

1 *- " *~ ~ ..... r " ' 



1.89 
1.89 



1.89 



1.89 



1.84 
1.83 



Hs.25732 eukaryotic translation Initiation fact or 4 gamma. 3 
Hs.288771 DKFZP586A0522 protein 



Hs.16091 9 inhibi tor of DNA binding 2, dominant n egate helix-loop-helix protein 

He? 1 TT 1111 - i T 



Hs.42244 Homo s apiens mRNA; cDNA DKFZp564A 023 (from clone DKFZDSfUAfrai 

Hs.fiPim nJonlretHn K nmn | nm . r.i i 7~ T. — ~ — . _ L 



Hs.82101 pleckstrin horn ology-fike domain, family A, member 1 



Hs.279582 GTP-binding protein Sara 



Hs.306639 Homo sapiens CDNA FLJ12624 fis, clone NT2RM4001754 



Hs.55075 KIAA0410 gene product 
Hs.1 42023 T cell activation, increased late expression 



1.83 



1.82 



Hs.180919 inhibi tor of DNA binding 2, dominant ne gative helix-loop-helix nmirin 

Ue C 1P-*1l*> i 11 ii 



1.80 



Hs.64639 glioma pathogenesls-related protein 



1.79 
1.79 
1.78 



Hs.48778 niban protein 



Hs.36927 heat shock 105kD 

Hs.4147 translocating chain-associating membrane protein 
Hs.75574 mitochondrial ribosomal protein L19 



1.78 



1.78 
1.78 



Hs.1 35202 c-myc promoter-binding protein 



Hs.298014 Homo sapiens cDNA FLJ14136 fis, clone M AMMA1002744" 
Hs.1 98267 mucin 4, tracheobronchial ~ 



1.78 
1.77 



Hs.113009 hypothetical protein FLJ 22527 
Hs.76064 ribosomal protein L27a 



1.76 



1.76 



1.74 



Hs.8786 carbohydrate (chondroitin 6keratan) sulfotransfera se 2 
Hs.75825 pleomorphic adenoma gene-like 1 



1.72 
1.71 



Hs.75825 pleiomorphic adenoma gene-like 1 



Hs.26613 Homo sapiens mRNA; cDNA DKF2p586F1323 (from clone DKFZnsftBFia^r 
Hs.3886 karyopherin alpha 3 (imporlln alpha 4) "~" - 
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Table 1 

Differential Gene Expression in Chemokinesis vs Medium SDF-1 Gradients 



DOWN REGULAT E D IN CHEMOKINESIS COMPARED T O MhDIU M SDF-1 GRAHIFMT.q 
-6.38 ' " " ----- 



-8.19 



-6.29 



-6.24 



-6.08 
-5.87 
-5.22 



Hs.12142 WD repeat domain 13 



Hs.279623 selenoprotein X, 1 



Hs. 180577 granulin 



Hs.41 carcinoembryonic antigen-related cell adhesion molecule 8 



Hs.99863 elastase 2, neutrop hil 
Hs.99960 membr a ne-spanning 4-domains, subfamily A, member 3 ( hematooomtir r a iUn a r^ 
Hs.286124 GD24 antigen (small cell lung carcinoma cluster 4 antigen) — 



-5.14 



-4.87 



Hs.29417 HCF-blnding transcription factor Zhangfei 



-4.67 
-4.75 



Hs.25817 BTB (POZ) domain containing 2 



Hs.193716 comp lement component (3b4b) receptor jj includin g Knoos blond nm,,n 
Hs.10306 natural killer ceil group 7 sequence 2 — — 



^.56 
-4.54 



Hs.26319 KIAA0833 protein 



Hs.300772 tropomyosin 2 (beta ) ~" " 

Hs.457 fucosyttransferase 7 (alpha (1,3) fucosyltransferaseT 



-4.40 



-4.36 



Hs.79340 PTH-responsive osteosarcoma B1 protein 



-4.22 



Hs. 198037 KIAA0599 protein 



^.21 
-4.21 



Hs. 104555 neuropeptide FF-amide peptide precursor 



-4.07 



Hs.76930 synucleln, alpha (non A4 component of amyloid precursor) 
Hs.286124 CD24 antigen (small cell lung carcinoma cluster 4 antigen) 



-3.88 



Hs.234642 aquaporin 3 



-3.88 



Hs.89535 bactericldalpermeability-increasing protein 



-3.84 



■3.81 



Hs.8841 1 lymphocyte antigen 1 1 7 
Hs.58362 hypothetical protein FU1268T 



Hs. 154567 supervillin 



-3.72 



3.72 
3.69 



Hs.73839 ribonuclease, RNase A family, 3 (eosinophil cationlc protein) 



Hs.272108 ESTs 



CD24 antigen (small cell lung carcinoma cluster 4 antigen) 



.65 Hs.75498 small inducible cytokine subf amily A (Cvs-Cvs). member 2n 
-3.65 ' ~ ' "~ ~ — — 



Hs. 159454 ESTs 

Hs.76289 biiiverdin reductase B (flavin reductase (NADPH)) 



-3.63 
3.33 



-3.30 
3.20 



Hs.150917 catenin (cadherin-assoclated protein), alpha 2 
Hs.296941 H factor (complement)-like 2 



-3.19 



3.18 



-3.10 
3.05 



-3.03 



2.97 
-2.96 



-2.96 



-2.91 



•2.87 



Hs.26994 hypothetical protein FLJ20477 



Hs.316885 superoxide dismutase 2, mitochondrial 



Hs.18889 DKFZP434M183 protein 



Hs.2962 S100 calcium-binding protein P 



Hs.181353 UDP-Gal:betaGlcNAcbela 1,3-galadosyltransferase , polypeptide 2 
Hs.286124 CD24 antigen (small ceil lung carcinoma cluster4 antigen) 



Hs.80741 propionyl Coenzyme A carboxylase, alpha polypeptide 
Hs.572 orosomucoid 1 " ~ " '— — 



s^SS s ap,ens CPNA FU2Q1 61 fe ' cione COL09252, hig h,y s?m}iar to L3393 ° Hom ° sapiens cd24 



Hs.251754 secretory leukocyte protease inhibitor (antileukoproteinaseT* 



-2.84 
-2.76 



Hs. 30898 KIAA0634 protein 



Hs.2582 defensin, alpha 4, corticostatin 



-2.76 
2.73 



Hs.1174 cyclln-dependent kinase Inhibitor 2A (melanoma, p16, inhibits CDK4T 



-2.71 



Hs.8109 hypothetical protein FU21080 
Hs.7258 hypothetical protein FLJ22021" 



aquaporin 3 



2.68 
-2.66 



Hs.153934 core-binding factor, runt domain, alpha subunlt 2; translocated to. 2 



Hs.193716 complement component (3b4b) receptor 1, including Knops blood group svsteln" 
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Table 1 

Differential Gene Expression in Chemokinesis vs Medium SDF-1 Gradients 



-2.59 
-2.59 
-2.58 
-2.56 
-2.55 
-2.55 
-2.54 
•2.53 
-2.50 
-2.49 
-2.49 

-2.48 
-2.45 
-2.45 
-2.44 
-2.43 


Hs.814 major histocompatibility complex, class II, DP beta 1 ' — 

Hs.1619 achaete-scute complex (Drosophila) homolog-ifkel ■ 

Hs.100602 MAD (mothers against decapentaplegic, Orosophiia) homoloq 7 " 

Hs. 1891 09 hypothetical protein FU21458 ' 

Hs.328822 haptoglobin-related protein " 

Hs.17752 phosphatldylserine-specific phosphollpase Alafpha " 

HS. 100623 OhOSDhoIiDaSB C beta 3 npinhhnr ncoi iHnnflno ^ 

Hs.1 03382 phospholipid scramblase 3 ' 

Hs.1 931 22 Fc fragment of IgA, receptor for — 

Hs.1 53952 5 nucleotidase (CD73) " " — 

™ U?K% HomosaplenscDNA FU1i676fis, clone HEMBA1004752, highly similar to Homo sapiens mRNA 

v fc w < ' i luuiu i^pjenb iieurocaitan itikina, complete cos. 

Hs.241053 ESTs ' " — ■ 


-2.42 
-2.41 
-2.40 
-2.40 
-2.37 
-2.36 
-2.34 


■ — • u rt v ■»'v«wvuiuo wipuuopi iaig mtiwu Kiuimy Aj-iype mooi b 

Hs.7531 KIAA0810 protein " - 

Hs.7252 KIAA1224 protein " "** 

Hs.272205 hypothetical protein FU10034 ~"~ ~ 

Hs.1 0082 potassium mtermedlatesmall conductance calcium-activated channel, subfamirv N memhpr i" 


-2.32 


Hs.30071 1 annexin A5 — _ ; 


-2.32 
-2.31 


. .... , ■ v. vi_> vwggii i naiui>ui i ifjatiuiiiiy diiLiytjn 3jpn3~cnotn 
Hs.278503 regulated in glioma ~ — — — 


-2.30 
-2.26 


Hs.7581 1 N-acylsphingosine amidohydrolase (acid ceramidase) ' 


-2.25 


homolog) vi^iuumi protein, caivascuun, metastastn, munne placental 


-2.25 


Hs.3066 granzyme K (senne protease, granzyme 3; tryptase H) 


-2.24 


Hs.71 746 hypothetical protein FU1 1583 


•2.23 


Hs.1 551 91 villin 2 (ezrin) — 


-2,23 


Hs.1 59263 collagen, type VI, alpha 2 " * 


-2.23 


Hs.21497 Homo sapiens, clone IMAGE:3629896, mRNA, partial cds ~~ 


-2.22 




-2.20 


Hs.1 1 9274 RAS p21 protein activator (GTPase activating protein) 3 {insd ,3.4.5)P4-bindina nmtPirrt 


-2.18 


Hs.1 5984 pp21 homolog " - £ 


-2.16 


Hs.99491 RAS guanyl releasing protein 2 (calcium and DAG-regulated) "~ — "~" 


-2.16 
-2.15 


Hs.17409cystelne-rlch protein 1 (Intestinai) ' — — 

Hs.76297 G protein-coupled receptor kinase 6 


-2.15 I 


Hs.1 52981 CDP-dlacylglycerol synthase (phosphatide cyBdylyltransferase) 1 


-2.14 I 


Hs.957 putative opioid receptor, neuromedin K (neurokinin B) receptor-like " 


-2.14 * 


Hs.1 681 32 interteukln 15 " " — 


-2.10 r 


is.79021 tafazzm (cardiomyopathy, dilated 3A (X-linked); endocardial fibroelastosis 2; Berth syndrome) 


-2.07 r 


Hs.31659 thyroid hormone receptor-associated protein, 95-kD subunit 


-2.05 T 


Hs.167017 gamma-amlnobutyricacld (GABA) B receptor, 1 


-2.05 r 


ls.301289 Homo sapiens cDNA FLJ12427 fis, clone MAMMA1003127, hiqhlv similar to MYOSIN 1 ALPHA 


-2.02 T 


is. 103147 hypothetical protein FU21347 " 


-2.02 F 


ts.7188 hypothetical protein FU20369 " " 


-2.01 h 


ls.29656 cyclin-dependent kinase inhibitor 2D (pl9, inhibits CDK4) 


-2.01 h 


ls.303289 Homo sapiens cDNA FU14096 fis, clone MAMMA1 000752 


-2.01 h 


ls.293699 hypothetical protein FLJ20495 — 
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Differential Gene Expression in Chemokinesis vs Medium SDF-1 Gradients 



-2.00 
-1.99 
-1.99 
-1.98 
-1.96 


Hs.234799 breakpoint cluster region ' — ■ — 

Hs.50868 solute carrier family 22 (organic cation transporter), member 1-like 

Hs.1 82982 golgin-67 ■ ■ 

Hs.195464 filamin A, alpha (actin-binding protein-280) _ — 

Hs.1 98252 G protein-coupled receptor 9 * 


-1.96 


Hs.56186 EGF-Iike-domain, multiple 3 


-1.95 


Hs.74034 Homo sapiens clone 24651 mRNA sequence 


-1.95 
-1-94 


Hs.11809 single Ig IL-lR-related molecule ~~ — 

Hs.2551 adrenergic, beta-2-, receptor, surface 


-1.93 
-1.93 
-1.90 


Hs.1 54299 coagulation factor I! (thrombin) receptor-like 1 " " 

Hs.195464 filamin A, alpha (actln-bindlng proteln-280) — ~ 

Hs.1 00071 8-phosphogiuconolactonase ~ — 


-1.89 
-1.89 
-1.88 


Hs.79601 /len=6 13 ~ " — — — 

Hs.195464 filamin A, alpha (actin-binding proteln-280) ■ — ■ — 

Hs.1 1 809 /len=525 "*~ ■ ■ 


-1.87 


Hs.94382 adenosine kinase ■ 


-1.87 


Hs.1 3451 4 ATP-binding cassette, sub-family A (ABC1), member 7 — 


-1.85 


Hs.64310 interleukin 11 receptor, alpha 


-1.83 


Hs. 78909 butyrate response factor 2 (EG F- response factor 2) ~ 


-1.81 


PTH-responsive osteosarcoma B1 protein " — — — 


-1.81 


Hs.31290 Homo sapiens clone 23832 mRNA sequence 


-1.81 


Hs.30783 hypothetical protein FU20850 ~~ — 


-1.81 


Hs.9196 hypothetical protein 1 1 — ~ 


-1.80 


Hs.3321 73 transducin-iike enhancer of split 2, homolog of Drosophila E(sp1 ) ' ' ~ 


-1.79 


Hs.4764 KIAA0763 gene product " — 


-1.79 


Hs.14770 bridging integrator 2 " " 


-1.79 


Hs.1 78011 hypothetical protein FLJ20257 " ' — 


-1.79 


Hs.1 3405 gephyrin * 


-1.78 


gb.M18728.1 /DEF=Human nonspecific crossreacling antigen mRNA, complete cds 


-1 .77 




-1.75 


Hs.79404 neuron-spedflc protein ' " " 


-1.74 


Hs.1 06061 RD RNA-blnding protein " " 


-1.74 


Hs.8297 ribonudease 6 precursor ~~ "~ — 


-1.73 


Hs.1 15907 dlacylglycerol kinase, delta (130kD) ■ 


-1.73 


Hs.40300 calpain 3, (p94) " ~~ " 


-1.73 


Hs.16193 Homo sapiens mRNA; cDNA DKFZp586B211 (from clone DKFZp586B211) 


-1.73 


Hs.321197 PDZ domain protein (Drosophila inaDHike) " 


-1.73 


Hs.7212 hypothetical protein PP1 044 ~~ " 


-1.73 I 


Hs.1 181 780 hypothetical protein FU2024~1 ~~ — 


-1.72 1 


Hs.1 82982 golgln-67 ™~ " - 


-1.72 1 


Hs.132807 Homo sapiens (clone 3.8-1) MHC class I mRNA fragment 


-1.71 \ 


Hs. 1 931 63 bridging Integrator 1 ~ ■ 


-1.71 T 


Hs.115460 calicin ■ 


-1.71 T 


te.193163 bridging Integrator 1 


-1.70 h 


te.75450 delta sleep inducing peptide, immunoreactor 


-1.70 T 


is. 1432 protein kfnase C substrate 80K-H ' — ' 


-1.70 h 


te.6150 Rho-specific guanine nucleotide exchange factor pH4 



Sheet 6 of 6 



WO 2004/053165 _ 

1 PCT/LfS2W/038958 



FIGURE 4 



, ., , Table 2 

Differential Gene Expression in Fugetaxis vs Chemotaxis SDF-1 Gradients 



UP REGULATED IN FUGETAXIS C OMPARED TO CHEMOTAXtS SDF-1 
I 1100 Hs.75184 chitl nase 3-Iike 1 (cartilaoe a)vr ft nrnt^Q7 

Mc 70RCQ i.t w — .. .. 



8.12 



6.17 
5.66 



5.61 



5.57 



5.15 
5.07 



GRADIENTS 



Hs.79658 casein kinase 1, epsl lon 



Hs.7358 hypothetical prot ein FLJ13110' 

LJ-. Oftror i ....... ~' 



■ vr"-' ■v^l.v^.. pmc»iri.»;iJ I IU 

Hs.89535 ba ctericidalpermeabllity-lncreasing protein " 

Hs. 10000Q SI 00 calcium-binding protein A8 (cata ranulin A\ 
Hs.182740 rlbosomal protein S11 



Hs.78913 chemoklne (C-X3-C) receptor 1 



5.02 



rPlPl^P Harfl ^ u ^erman 4 feline sarcoma viral oncogene homolw 



4.93 



u 0 o./i Toon m r wiwgene n omoiog 

C ! immunoglobulin heavy chain variab le reainn rv4 -3n 2) je^i partial cdl 
Hs.146409 cell division cycle 42 fGTP-binding protein. 25kO> partial cds 



4.71 



4.70 



4.57 
4.44 



4.37 
4.34 



Hs.3076 MHC class II trans activator 



^^Ol^^nm : K "' er Ce " receptor3 UL 1 (KIR3DL1) mRNA, 



|9D:NMJ)00961.1 /u fc h=Homo sapie ns prostaglandin 12 tar^t^ M 
Hs.2962 S10Q calcium-binding protein P ' " 1 — 1 



.■ ^'^^ DKFZP564C196 protein 
Hs.108502 hypothetical protein FLJ20150 

Hs. 56328 kilter r*»fl immnnAninhniu hi— . 



4.33 
4.28 



ceil I immunoglobuiin-iike receptor, t hree domains, lono cvto niMmir 

0193 flfino nrnHi iri ■' 



4.21 
4.12 



4.08 



3.99 



3.98 



Hs.75137 KIAA0193 gene product 



Hs.57975 calsequestrin 2 (cardiac muscle) 



Hs.44579 hypothetical protein FLJ2019"9 



Hs ; 326737 H omo sapiens, clone MGC:4655. m RNA. cnmr>M» h c 

Ue» 40nj A ■ - ^ ' , 



3.96 
3.91 
3.86 



3.78 



3.72 



Hs.1 11 887 GLI-Kruppel family member GLI2 



3.71 



3.65 



3.64 



3.64 
3.62 



Hs. 13040 G protein-coupled receptor 86 



Hs.75990 haptoglobin 



Hs.6164 hypothetical p rotein FLJ1Q698 

LJr~ 4no-*oo »j ~\TZ ■ — 



receptor co-repressor 1 (retinoid X receptor inte nuori for a truncated form of nuclear | 

Hs.274272 hypothetical protein FLJ10232 



Hs.751Q5 emopamll-binding protein (sterol Isome rasr*) 
Hs.n6651 epithelial V-Iike anUgen 1 



Hs.223014 antizyme inhibitor 



Hs.1 80884 carboxypeptidase B1 (tissue) 



TVll? 2 HOm ° Sapie " S ParUal IG K V g8ne f0f immu noglobulin kappa chain varfahte mninn 5^ 30 



3.57 



3.56 



3.55 



3.54 



3.51 



3.45 



3.42 



3.42 
3.34 



Hs.44^8 Hypothetical protein FU12538 similar to ras-related protein RABlT 



Hs.29417 HCF-binding transc ription factor Zhanqfei 



Hs.1 05859 hypothetical protein FU10260 



Hs.1 54495 acetylcholinesterase (YT blood group) 



Hs.287269 c horionic somatomammotropin hormone- like 1 
Hs.2582 defensin, alpha 4, cortlcostatin " — ~~ 



Hs.98658 bu dding uninhibited by benzimidazoles 1 (yeast h omolonl 

HS.226014 Human DNA RPniinnmfmm o^noo L — 



ESTs, STSs. GSSs and aen JLt™™™£« m * 8 - SLM1 and P 62 Tyrosine Phosphoprotein. Contains 



1 W I ST" AP " 2 be ' a fad ' Vallna Ehjaia S Protein 2 beta) 



3.29 
3.28 



Hs.287539 hypolhatical protein FLJ12662 



Hs.32351 1 Ho mo sapiens cDNA: RJ23176 fis. done LNG1 04*9 ' ~ 

Hs.89839 EphAI " - 



3.27 
3.24 



3.23 



3.18 
3.17 



■ w.ujqja cpTV\\ 

Hs.298469 a ngiotensin I converting enzyme (pe ptidvl-dipfenHHac* ai V 
Hs.314452 fibrousheathln II ~ ' " — 



3.16 



Hs.273621 Homo 



M murine leukemia viral oncogene homotooT" 

--lens cDNA: RJ21350 fis, clone COLQ27fii 
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Differential Gene Expression in Fugetaxis vs Chemotaxis SDF-1 Gradients 



3.11 
3.10 
3.10 
3.09 
3.09 

3.07 

3.05 

3.00 

2.99 

2.99 

2.99 

2.99 

2.97 

2.97 

2.96 

2.96 

2.95 

2.95 

2.91 

2.90 

2.89 

2.88 

2.84 

2.84 


Hs.88411 lymphocyte antigen 117 ' , 

Hs.2056 UDP glycosyltransferase 1 family, polypeptide A9 

Hs.233634 hypothetical protein FLJ14220 — " 

Hs.264277Homo sapiens immunoglobulin mu chain antibody MO30 (IgM) mRNA, complete cds 1 

mRKm D b |^r H ° m0 S3P,enS ' tUm ° r neCTOS,S f3Cl0r reCeptor su P erf a^»V. member 9, done MGC:2172, 

lilrNrMM, COlTipiclQ COS. ' *■ i 

Hs.97084 lymphocyte antigen 94 (mouse) homolog (activatinq NK-receptor : NK-p4fi) 

Hs.172740 microtubule-assodated protein, RPEB family, member 3 — 

Hs.73838 Homo sapiens (done Z146) retinal mRNA, 3 end and repeatreglon " 

Hs.75294 corticotropin releasing hormone 

_ Hs.949 neutrophil cytosoiic factor 2 (65kD, chronic granulomatous disease, autosomal 7\ 

Hs.278984 caldum binding protein 2 : — ■ 

Hs.73793 vascular endothelial growth factor ~" 

Hs.37169 potassium inwardly-rectifying channel, subfamily J, member 3 ' ' 

|gb.NM_030876.1 /DEF=Homo sapiens olfactory receptor, family 5, subfamily V member 1 (OR5V1 iTmRNA 1 

Hs.8841 1 lymphocyte antigen 1 1 7 — 4 - '■ 

Hs.38586 hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delia-isam*m*P 1 

Hs.65746 KIAA031 8 protein ~" 

Hs.74076 CD163 antigen " ' ■ ■ 

Hs.40434 ribosomai protein S6 kinase, 90kD, polypeptide 6 

Hs.1 37569 tumor protein 63 kDa with strong homology to p53 " 

Hs.128749 alpha-methytacyl-CoA racemase " 

Hs.93758 H4 histone family, member H " ■ — 

Hs.7936 BAI1-assodated protein 2 ' — — — 

Hs.15165 novel retinal pigment epithelial gene " 


2.82 
2.81 
2.81 
2.80 
2.80 
2.76 
2.76 
2.75 
2.75 
2.73 
2.72 
2.71 
2.69 
2.68 
2.67 
2.65 
2.65 
2.62 
2.62 1 
I 

2.62 I 


Hs. 16488 calreticulln 

Hs.79706 plectin 1, Intermediate filament binding protein, 500kD " ~ 

Hs.98485 gap junction protein, beta 3, 31 kD (connexln 31) ~ ■ 

Hs.246107 elongation of very long chain fatty adds (FEN1Elo2. SUR4Elo3 T yeastuik* ? 

Hs.287644 hypothetical protein FLJ20972 ~~ ~~ " • 

Hs. 10755 dihydropyrimidlnase ™ * — : 

Hs.4 alcohol dehydrogenase 2 (dass I), beta polypeptide 

Hi. / dbjy nbunudease, KNase A family, 3 (eosinophil caUonic protein) 

Hs.199250 chloride channel 4 ' ■ 

Hs.1 98427 hexokinase 2 " ™ "~ ' 

Hs.274127 CLST 1 1240 protein ~ " " ■ 

Hs.70823 KIAA1077 protein — _ 

Hs.75260 mitogen inducible 2 " "™ ~ ~ " ■ ■ 

ns.302022 PR domain containing 16 ~ 

Hs.621 lectin, galactoside-binding, soluble. 3 (galedin 3) 

Hs.287872 hypothetical protein FU14106 

Hs.1 23062 Human mRNA for T cell receptor, clone IGRA24 

Hs.83484 SRY (sex determining region Y)-box 4 ' 

wt^Joae^.^ST^STsS^nd t GSSs riB on chromosome 6 Contains a heat shock protein 
■ls.151449 KIAA0535 gene product — 


2.60 ] 
2.59 r 

2.59 £ 
2.59 f- 
2.58 h 
2.56 I- 


-Is. 1310 CD1B antigen, b polypeptide ~ * 

WB^ti^ FU23227 fiS ' C ' 0ne CAE00645 ' h| 9 h, y sim!Iar to AF052138 Homo sapiens done 

b.NM_030788.1 /DEF Homo sapiens DC-specific transmembrane protein (LOC81501) mRNA. 1 

<s.132942 GTPase regulator associated with the focal adhesion kinase do 1 25 f FAK): . K I aao 89 1 pm to| n 

is. 103401 apolipoprotein E ~~ ~ 


2.56 1- 
2.52 h 
2.51 h 
2.49 H 
G 

2.46 H 


Is. 1 9520 FXYO domain-containing ion transport regulator 2 

ls.97403 KIAA0944 protein * 

s.1 81307 H3 histone, family 3A ' 

s.1 19140 eukaryotic translation initiation factor 5A " 

s.3071 04 Human DNA sequence from clone RP1 1-278J20 on chromosome 6. Contains ESTs. STSs and 
SSs Contains an RBBP4 (reUnoblastoma-bindlng protein 4) pseudoaene and a KIAA0797 oseudoaena 
s.jui^jo nomo sapiens microtubule-assodated protein 1A like protein (M1LP) mRNA. partial cds \ 
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2.45 

2.44 

2.43 

2.41 

2.40 

2.38 

2.38 

2.36 

2.36 

2.35 

2.34 

2.33 

2.32 

2.29 

2.29 

2.28 

2.27 

2.26 

2.21 

2.20 

2.18 

2.18 

2.17 

2.16 
2.16 
2.16 
2.16 
2.15 
2.14 
2.13 


Hs.79564 neuronal PAS domain protein 1 ~ 

Hs.285529 G protein-coupled receptor 49 I 

Hs.27521 5 hydroxysteroid (1 1 -beta) dehydroaenase 1 

Hs.128311 ESTs 

Hs.37142 ephrin-A5 ~~ I 

Hs. 177972 chromosome 4 open reading frame 6 "~~ -| 

Hs.79516 brain abundant, membrane attached signal protein 1 ( 

gb:AB059408.1 /DEF=Homo sapiens mRNA, complete cds. doneSMAP3i-i? 

i-is.8841 1 lymphocyte antigen 1 1 7 " — 1 

Hs. 16671 5 hypothetical protein PR02533 

_ Hs.73739 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cvclase-couni fi r» " " 1 

Hs.2718 human epididymls-specific 3 alpha — ~ 

Hs.158316 ATP-bmding cassette, sub-family B (MDRTAP), member 11 -\ 

ms.^012 transcobalamm 1 (vitamin B12 binding protein, R binder famihrt 

i-is.d0i959 proline synthetase co-transcribed (bacterial homoloa) ~ — 

Hs. 1721 53 glutathione peroxidase 3 (plasma) 

Hs,1 83805 ankyrin 1, erythrocytic — ■ | 

Hs.284136 PRO2047 protein 1 

Hs.181341 Homo sapiens cDNA FLJ14307 fis, clone PLACE3000158 ~~ —J 

5in^ T°n a? ? ,enS ^ se ? uence from PAC 12 7D3 on chromosome 1q23-25. Contains FM02 and 

Hs.77202 protein kinase C, beta 1 

Hs.287673 hypothetical protein FU21625 " [ 

Hs.76666 cgorflO protein — ■ ■ 

Hs.1 50443 K1AA0320 protein " ' -| 

Hs.301 946 lymphoid blast crisis oncogene — 

Hs.287427 Homo sapiens cDNA FU11578 fis. clone HEM BA1 003571 ~~ 


2.12 
2.12 
2.10 
2.10 
2.10 
2.10 
2.09 

2.08 


ms.iu/526 UDP-Gal:betaGlcNAcbeta 1,4- galactosyltransferase. polyoeotide 5 

ns.044ei low density lipoprotein receptor-related protein 8. apoprotein e rec&pta, 

Hs.2fc.053l granzyme M (lymphocyte met-ase 1) ~ — 1 

Hs.77886 lamin AC " - 1 

Hs.176090 PRKC, apoptosis, WT1. regulator 

Hs.306752 Homo sapiens cUNA: FLJ21391 fis, clone COL03479 ~ 1 

Hs.210859 hypothetical protein FU11016 ■ 1 

^?Ifflffi{ ,,ial ^ 1 " reSU,at0ry mm ° r) SUbunit 3 (9,yC09en 8nd sarcoplasmic retic^iunTbin^nil 
Hs.82422 capping protein (acUn filament), gelsolin-like " 


2.08 
2.08 I 
2.07 I 
2.07 I 
2.06 \ 
2.06 r 
2.05 r 
2.05 )• 
2.05 H 
2.04 f- 
2.03 K 
2.00 I- 
2.00 h 
2.00 H 
2.00 H 
2.00 H 
1.99 H 
1.99 H 


Hs.32 1 68 KIAA0442 protein ' ■ 1 

Hs.78305 RAB2, member RAS oncogene family 

-Js.306667 Homo sapiens cDNA FU14076 fis, clone HEMBB1Q0192S ] 

Hs.326198 transcription factor 4 " " • 1 

is-60708 calsequestrin 1 (fast-twitch, skeletal muscle) " 

Hs.1870 phenylalanine hydroxylase " — ' — 

is^17493annexin A2 — ~ 1 

is.33084 solute carrier family 2 (facilitated glucose transporter), mpmhpr * 

1S.80758 aspartyMRNA synthetase " — —J 

ls.73291 hypothetical protein FU10881 " — -| 

ls.270549 HZFwl protein — 1 

ts.5831 tissue inhibitor of metalloprotemase 1 (erythroid ootentiating activity, collagenase inhibitor) 1 

s.nzuiu T cell activation, increased late expression ' 

s.272789 hypothetical protein FLJ20217 

s.308711 Homo sapiens cONA: FU21215 fis, clone COL0052G " " 

s.323409 Homo sapiens cDNA FU14113fis, clone MAMMA100T715 " 

s.41143 phosphoinositide-specific phosphoiipase C-betal " 1 

s.46752 nitric oxide synthase 1 (neuronal) 
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1 .98 lHs.278950 protocadherin beta i ' 

1 . 97 I Hs. 1 3245 KIAA0455 gene product — * ■ 

1.97 Hs.14070 hypothetical protein FU14166 

1.96 lHs.269926 Homo sapiens cDNA: FLJ21441 lis, clone COLQ4422 " ' 

1 -96 1 Hs.26776 neurotrophic tyrosine kinase, receptor, type 3 

1.96 Hs.159003 transient receptor potential channel 6 "~ 


1 .96 I Hs.74614 tight junction protein 1 (zona occludens 1 ) " 

' - 80 P^S^^^^ *> Co^ns a P se Ud08 e„ e 

1 .94 Hs.5814 suppression of tumorigenldty 7 " 

1 94 |Hs.1 69824 killer cell lectm-like receptor subfamily B, member 1 * 

1 94 1 Hs.283683 chromosome 8 open reading frame 4 

1.94 IHs.326780 Homo sapiens clone KM35 Immunoglobulin llaht chain variable region mRNA. oanial erf* 

i .«4 hs.106185 ral guanine nucleotide dissociation stimulator ,K 


| 1.93 IHs.172471 potassium voltage-gated channel, shaker-related subfamllv. beta mpmh«r ^ " 

1.93 Hs.6654 KIAA0657 protein — — ' 

1 -92 Hs.158343 Testis-sperific PTP-BL-related protein on Y " ~ — 

1 .92 lHs.35101 proline-rich Gla (G-carboxvalutamlc acid) poiynpnHrip -> — 

1.92 |Hs.97109ESTs " . 

1.92 Hs.1 06552 ceil recognition molecule Caspr2 — • 

1.91 |Hs.153445 Human mRNA for unknown product, partial cds " — ~~ 

1^91 IHs.12079calsyntenin-2 ' 

1-91 Hs.69547 myelin basic protein " — — • 

1 .90 Hs.129914 runt-related transcription factor 1 (acute myeloid leukemia 1: amM mM «na) " 

1 .90 Hs.143212 cystatln F fleukocystatin) — : 9 ; 

1.90 IHs.90291 laminin, beta 2 (lamlnin S) " — — 

1.89 lHs.287719 hypothetical protein FU23074 — 




1.88 IHs.91448 MKP-1 like protein tyrosine phosphatase ' 

Hs,21868 trinucleotide repeat containing 3 

1.88 |Hs.77436pleckstrin ■ — 

1.88 Hs.295112 KIAA0618 gene product ' " — 

1.87 |Hs.76136thioredoxin "~ ' 

1 ' 87 Sm 24787 To um ? n , D ^ A sequence from clone 263J7 on chromosome 6q14.3-15. Contains an RPL7 (60S 

STS a°n?GSSs ^ p3eUdoflene ' a RAB1 member RAS oncogene family, pse^ene^an 
1.87 Hs.7358 hypothetical protein FU13110 ' " 


- 


1.86 Hs.128322 t-complex 11 (a murine tcp homolog) " 

1 . 86 Hs. 1 83805 ankyrin 1 . erythrocytic ~ 

1 .86 I Hs. 326401 fibroblast growth factor 12B ' ■ 

1 .85 lHs.73729 very low density lipoprotein receptor — 

1.85 IHs.211578 MAD (mothers against decapentaplegic, Drosophila) homoloa 3 " 

1 .85 I Hs. 1 58344 testis-specific testis transcript Y 1 — 

]Z liT'^IT^ "^ oid ^ m P >K ^ mocad-fcrnape leukemia (trithorax (Drosophila) homolog); translocated to. 2 

i.tw ms.i^13b leucine nch repeal and death domain containing protein " 

1.84 |Hs.307185 Human giycophorin HeP2 mRNA, partial cds ~ " ~ 

1.84 jHs.81892 KIAA0101 gene product " " 

1 .83 Hs. 160483 erythrocyte membrane protein band 7,2 (stomalin) 

1.83 IHs.82962 Ihymidylate synthetase ^ - 

1.83 Hs.119285/len=716 ' • - 

1 .82 Hs.149255 phosphatidylinosltol-4-phosphata 5-ktnase. tvoe I alpha " 

1.82 |Hs.1 69910 KIAA0173 gene product LmJ1 

182 Hs.75825 pleiomorphic adenoma gene-like 1 " 

1 .82 jHs.89474 ADP-ribosylatlon factor 6 

"• ■81 Hs.272398 transcription factor ets " ■ 

1 .81 jHs.296756 Homo sapiens cDNA FU14348 fis, clone THYRO1001602 " 

1 .81 IHs.274578 Homo sapiens mRNA; cDNA DKFZp434F0723Tfrom rinnp DKF7nd34Fn7™ 

i.ou |hs.198281 pyruvate kinase, muscle 1 
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1.80 
1.80 



Hs.1 58345 testis^pecific testis transcript Y 2 



1.80 



of DNA binding 2, dominant negative heHx-loop-helix pr otein 



1.80 



Hs.10247 activated leucocyte cell adhesion molecule 



Hs.1 32781 class I cytokine receptor 



1.79 



1.79 



1.79 



Hs.48778 niban protein 



density lipopro tein receptor-related protein 8 t apollppp rotein a rpr ft ntnr 

in nrnfoin ' — ■ ■ 



Hs.9329 chromosome 20 open reading frame 1 



Hs.272798 hypothetical protein FU20413 



Hs.1 001 94 arachfdonate 5-lipoxygenase-activating protein 



1.78 



1.78 



Hs.270010 KIAA0508 protein 



1.78 



Hs.6088 a disintegrin and metalloproteinase domain 1 1 



1.78 
1.78 



Hs.183075 ATPase, Ca++ transporting, cardiac muscle, fast twitch 1 



Hs.272375 WNT16 protein 



1.78 



Hs.288983 hypothetical protein FLJ21477 



1.78 



Hs.92254 hypotheUcal protein FLJ20163 



1.78 



Hs.306531 Homo sapiens caspase-1 Oc mRNA, complete cds 



1.77 



Hs.76722 CCAATenhancer binding protein (CEBP), delta 



1.77 
1.77 



1.77 



1.77 



Hs.76901 for protein disulfide isomerase-related 



Hs.254105 enolase 1, (alpha) 



1 phosphoribosyl pyrophosphate amidotra nsferase 

qcq /inn-eon — — 



Hs.31869 /len=880 



Hs.30299 IGF-II mRNA-binding protein 2 



1.77 



Hs.18705 KIAA1233 protein 



1.76 



Hs.121084 eppin-3 



1.76 
1.76 



intersectin 1 (SH3 domain protein) 



. x — , iw xw.i imi i (<imcni; 

Hs.1 69081 ets variant gene 6 (TEL oncogene) 



1.76 



Hs.4975 pota ssium voltage-gated channel, KQT-like subfamily mem^r o 



1.75 



Hs.1 70076 variable charge, Y chromosome 



Hs.1 35305 olfactory receptor, family 10, subfamily H, member 3 



1.75 



Hs.287388 histamine H4 receptor 



1.72 
1.72 



Hs.1 65 glucagon-like peptide 1 receptor 




Hs.287445 hypothetical protein FLJ11726 



Hs.287608 hypothetical protein FLJ138"92 



Hs.3628 mttogen-activated protein kinase kinase kinas e kinase 4 

H.Q Q7174 nnlaeelnm in<.. n ~JK. .1 1 Li . . * ■ ■'■ 



Hs.97174 potassium inwardly-rectifying channel, subfamiry K. member 4 



1.72 



Hs.283330 hypothetical protein PRQ1843 



1.71 
1.71 



Hs.274509 T cell receptor gamma constant 2 



Hs.1 051 15 absent In melanoma 2 



1.71 



iSff ^£ft^J£r 83 " S ' C '° ne h ' 8hly ^"'^to AJ001381 Homo salens 



Hs.183556 solute carrier family 1 (neutral amino ac id transporter! m»mh»r* 
Hs.79732 fibuiln 1 ' " 



1.70 
1.70 



Hs,62954 ferritin, heavy polypeptide 1 



Hs.68474 prostaglandln-endoperoxide synthase 1 (pr ostaglandin GH synthase and c vdooxv^^T 
Hs.1 12259 T cell receptor gamma locus • — — 



1.70 



Hs.11 carcinoembryonic antigen-related cell adhesion molecule 3 
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U 21 R Qj G "— — 'N CHEMOTAXtS COMPARE D TO FUGETAXIS SDF-1 GRA DIENTS 



-14.05 



-10.49 



-10.19 



-9.17 



Hs.323342 actin related protein 2 3 complex, subunit 4 (20 kD) 

Ue tOAf\r\ II i ^ ... L 



Hs.78409 collagen, type XVHI, alpha 1 



Hs.15075 hypothetical protein DKFZp434E2216 



Hs.305960 hemoglobin, gamma A 



Hs.85752 un characterized hematopoietic stemprog enitor cells protein Mnsrwfi 

Hr intor.afnho / n | n k..l) n \ t.uuu iii "... 



Hs.76415 inter -alpha (globulin) inhibitor H4 (plasma Kallikr ein-sensithm ^nnmt.m^ 

He 7/1 H DTk*0 nmtnin ^»- n ^t LI a " "** — 2_£ L. 1 — 



-7.79 



Hs.740 PTK2 protein tyrosine kinase 2 



-7.50 
-7.30 



Hs.29222 zinc finger protein 76 (expressed in testis) 



Hs.73931 major histocompatibility complex, class I), DQ beta 1 



Hs.82979 mltogen-activating protein kinase kinase kinase kinase 2 



-6.76 



Hs.46907 HEMK homolog 7kb 



Hs.289031 hypothetical protein FLJ11848 



-6.29 



u: !. 9 !!!. 5 !'" 16 ^ 6 .^'"^ 4, ™ i0n exchanger ' m^ b er 2 (erythrocyte membrane protein balidS^l T 
Hs. 109441 hypothetical protein FU20707 — — > 



-6.02 



-5.92 



Hs.14142 nudix (nucleoside diphosphate linked moiety X)-type motif 2~~ 



-5.76 
-5.62 



Hs.1 10457 Wolf-Hirschhom syndrome candidate 1 



Hs.247981 Stat2 type a 



-5.43 



Hs.301636 peroxisomai biogenesis factor 8 



-5.30 



Hs.283404 organic cation transporter 



-5.28 



Hs.300496 mitochondriai solute carrier 



-5.28 



Hs.79019 baculoviral iAP repeat-containing 1 



Hs,6343 KIAA1464 protein 



-5.25 



Hs. 121 073 hypothetical protein FU10466 



-5.25 



Hs. 280666 Homo sapiens chromosome 19. cosmid R32184 



-5.12 



Hs.79340 PTH-responsive osteosarcoma B1 protein 



-5.07 



Hs.279662 cdk inhibitor p21 binding protein 



-4.97 



gb:NM_030882.1 /DEF=Homo sapiens apolipopro tein L, 2 (APOL2) mRNA. 

Me TftOQO uTtlTTZmT^ l L n /a t ■ . LL m ' 



-4.96 



— ■ »w|>twiM M^wn^v|/imciii i_, £. yr 

Hs .76289 biliverdin reductase B (flavin red uctase (NADPH)) 



-4.95 



Hs.36972 CD7 antigen (p41) 



-4.82 



Hs.21970 guanine nucleotide binding protein (G protein), gamma 3, linked" 



-4.73 



Hs.197335 plasma giutamate carboxy peptidase 



Hs. 



-4.67 



5378 spondin 1, (f-spondin) extracellul ar matrix protein 



-4.65 



Hs.250821 hypothetical protein MGC4054 



-4.63 



Hs.93597 cydin-dependent kinase 5, regulatory subunit 1 (p35) 



Hs 



i.22370 Homo s apiens mRNA; cDNA DKFZp564O0122 (from done DKFZo564Q0122^ 

: 1<i1ft mcnlinJilra _a i_: i- .'"V~ — 7" "' " / 



-4.49 



-4.48 



-4.46 
-4.46 



Hs.22479KIAA11 1 0 protein 



-4.45 



-4.44 



Hs.1516 insulin-tike growth factor-binding protein 4 



Hs.74047 electron-transfer-flavoprotein, beta polypeptide 



Hs.296821 Human facioscapuloh umeral muscular dystrophy (FSHD) gene region, D4 Z4 tandem repeat unit 
Hs.20017 chromosome 22 open reading frame 4 ~" ~ — — - - — * ^_ 



Hs.325530 KIAA1067 protein 



1.37 



-4.36 



^».32 



^.30 



-4126 



Hs.26938 Homo sapiens, clone IMAGE:4053044, mRNA, partial cdi~ 



Hs.23585 KIAA1078 protein 



Hs.264 GS2 gene 



p\ S g Ss^O) n rePair cross ^ om P <eme "ting rodent repair deficiency, complementation group 2 (xeroderma 



Hs.7943 RPB5-mediating protein 



Hs.27610 retinoic acid- and interferon-inducible protein (58kD) 



-4.20 
-4.16 



Hs.276483 H4 histone family, member E 



Hs.26045 protein tyrosine phosphatase, receptor type, A 



-4.13 



Hs. 155924 cAMP responsive element modulator 



-4.04 



Hs.54558 hypothetical protein FLJ22222 



Hs.7946 K1AA1288 protein 



-4.01 
-3.98 



Hs.29285 ZYG homolog 



Hs. 11 2751 K1AA0892 protein 



|Hs.7019 signal-induced proliferation-assodated geneT 
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Differential Gene Expression in Fugetaxis vs Chemotaxis SDF-1 Gradients 



-3,93 



-3.93 



-3.92 



-3.92 



Hs.80598 transcription elongation factor A (SH), 2 



rogg Homo sapiens. *„ 0 pencentnotar materia, 1. done M GC: a 4 58 . mRNA. como.sis «g 



Hs.272814 hypothetical protein DKFZp434E1723 
Hs.277401 bromodomatn adjacent to zinc finger domain, 2A 



Hs.287652 Homo sapiens cDNA: FU21258 fis, clone COL01408" 



-3.88 



Hs.41693 DnaJ (Hsp40) homotog, subfamily B, member 4 



-3.84 



Hs. 19554 chromosome 1 open reading frame 2 



-3.80 
-3.77 
-3.77 



Hs. 11 2434 Novel human gene mapping to chomosome 13 



Hs.4854 cycii n-dependent kinase inhibit or 2C fp18. inhibits cr>K4\ ' 

Uir* 1 n **t r — r ■■>iii ' 



— » """■"»" fcw \H'Pt ii n ii u 

Hs. 182577 inositol polyphosphate-5-phosphatase, 75kD 



-3.77 



Hs.1 81223 hypothetical protein PRO2801 



Hs.256549 nucleotide binding prote in 2 (Ecoli MinD like) 

nh-l \A-\1A*i 4 /nce_u . . . : r-i— 



-3.65 



ggg ^ "^eophosmlrHretino.c acid receptor alpha fusion protein NPM-RAR long form 



-3.64 



-3.64 



Hs.30250 v-maf musculoaponeurotic fibrosarcoma (avian) oncogene homolog! 



-3.63 



Hs.44865 lymphoid enhancer binding factoM 



-3.63 



Hs.40300 calpain 3, (p94) 



-3.62 



gb:Z25432.l /DEF-H.saplens proteirvserinethreonine kinase gene, complete CDS 



n S '!^v NADH dehydrogenase ^"inone) Fe-S protein 8 (23kD) (NADH-coenzyme Q 



•3.61 



•3.61 



•3.61 



Hs. 126707 hypothetical protein FLJ11457 



Hs.306677 H omo sapiens cDNA FU14320 fis, clone PLACE3000455 



Hs.33862 ESTs 



•3.59 



Hs.1 39648 KIAA0706 gene product 



•3.57 
3.56 



° T~ ~' 

Hs.89560 iduronidase, alpha-L- 



Hs.7426 KIAA0841 protein 



5378 spondln 1 , (f-spondin) extracellu lar matrix protein ' 

■iAr>ac fl«».ir» ~ ■ — 



-3.56 



-3.56 



Hs.14286 flavin containing monooxygenase 5 



Hs.319088 hypothetical protein FLJ1 0375 



3.55 



3.53 
-3.50 



38155 carbohydrate (Macetylglucosam lne 6-0) suifotransferasA 7 " 



Hs. 129943 KIAA0545 protein 



Hs.89232 chromobox homolog 5 (Droaophila H P1 alpha) 
Hs.142245 HERV-H LTR-assoclatlng 3 



3.49 
3.49 



H3.26899 KIAA0285 gene product 
Hs.77313c ' 7 -- 



Hs.78146 plateletendothelial cell adhesion molecule (CD31 antigen) ' 



Hs.194148 v-ves-1 Yamagucht sarcoma viral oncogene homoiogT 



-3.43 
-3.42 



Hs,21361 KIAA1023 protein 



Hs.227280 U6 snRNA-associated Sm-like protein 



-3.41 
-3.40 



Hs.9846 KIAA1040 protein 



Hs. 73742 ribosomal protein, large, PO 



-3.35 



-3.33 



-3.29 
-3.29 



Hs.226581 COX15 (yeast) homolog, cytochrome c oxidase a ssembly DroteirT 
Hs.1 975 hypothetical protein FU21007 



Hs.1 00090 t 



tetraspan 3 

Hs.1 95484 Homo sapiens mRNA full length insert cDNA done EUROIMAGF397finfi" 



-3.27 
-3.27 



Hs.85195 myeloid leukemia factor 1 



Hs.1 55470 zinc finger protein 38 (KOX 25) 



Hs.6831 golgi resident protein GCP60 
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Table 2 

Differential Gene Expression in Fugetaxis vs Chemotaxis SDF-1 Gradients 



-3.13 



-3.13 



•3.13 
-3.12 



Hs.249216 H2B histone family, member J 



Hs.5378 spondln 1, (f-spondin) extracellular matrix prot ein 
Hs.288697 hypothetical protein MGC11349 



Hs.48269 vaccinia related kinase 1 



-3.11 



Rs.267263 hypothetical protein 



Hs.81505 KIAA0579 protein 



-3.07 



Hs.9857 carbonyl reductase 



Hs.184938 Novel human gene mapping to chomosome 13 




-2.93 



Hs.1 68625 a ndrogervlnduced prostate proliferat ive shutoff assnniatpri nmfoin 
Hs.81424 ublqultln-like 1 (sentrin) " c 




Hs.278741 UDP glycosyltransferase 1 family, polypeptide A8 



-2.82 



Hs.288617 hypothetical protein FU22621 



-2.81 



Hs.2558 bone gamma-carboxyglutamate (gla) protein (osteocalcin) 



-2.81 



Hs.1 70307 Ral guanine nucleotide exchange factor RalGPSIA 



-2.80 



Hs.241558 ariadne (Drosophila) homolog 2 



-2.80 



-2.78 



-2.78 



-2.78 



sa P tens mRNA " cDNA DKFZP434O0213 (fro m done DKFZP434O021 3); partial cds 



Hs.3080 roltogen-activated protein kinase 7 



Hs. 94037 hypothetical protein FU23053 



KIAA0280 protein 



-2.76 



Hs.1 2328 KIAA1005 protein 



•2.76 



Hs.237825 signal recognition particle 72kD 



-2.73 



Hs.272792 hypothetical protein FU203~07 



2.71 
2.71 



Hs.1 32753 F-box only proteln2 



Hs.74519 primase, polypeptide 2A (58kD) 



tumor necrosis factor receptor superfamily, member 12 (translocati ng chai ^association membrane 



•2.68 



Hs.1 80338 
protein) 



■2.66 



Hs.285005 mitochondrial import receptor Tom22 



-2.68 



Hs.1 72052 serinethreonJne kinase 18" 



•2.67 



Hs.1 80903 hypothetical protein 38408^6 



-2.64 



Hs.9071 progesterone membrane binding protein 



■2.63 



w •■■»■■■— ^iriwu g ^lUVSIII 

Hs. 18443 aldehyde dehydroge nase 8 family, member A1 

Ll~ 4-IAAr,r _ . .. ■; : . 



2.62 



, w M. M y„ 7MB uwiyum^ciioap o icUllliy, 111811106) Ml 

Hs.174185 e ctonucleotide pyrophosphatasephosph odiesterase 2 (autotaxinl 

HS.17fift3 nrntoin nhncnhotoco 4f> II I.. o«» : : ■ - 



2.62 



,^w..v,w r/< w K i iwo^i iqtqoppi lua^iiuuiBsterase z lauto taxjn) 

^ 7 . 8 ?L pr0tein phosphatase 1G (formerly 2C), magnesium-dependent, gamma isofo rm" 
Us. 170482 myosin, light polypeptide 5, regulatory ~ — _ — - 



-2:61 



-2.61 



Protein) 338 <tim0r neCf0SIS faCt ° r r96ept0r superfamitv ' memoef 12 (translocating chain-association membrane 



2.60 



Hs.1 53293 KIAA0701 protein 



-2.59 



Hs.238272 inositol 1,4,5-trip hosphate receptor, type 2 

Ue CDOOo I . 7—. =7 ". — 



Hs.58362 hypothetical protein FLJ12681 



-2.58 
-2.57 



Homo sapiens chromosome 19. cosmid R28784, complete sequence. 
Hs.75813 polycystic kidney disease 1 ( autosomal dominant) 

He OIQRjl " -_x_ _ _. , — V— - J . 



Hs.23964 sin3-associated polypeptide, 18kD 
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Table 2 

Differential Gene Expression in Fugetaxis vs Chemotaxis SDF-1 Gradients 



-2.54 
-2.54 



Hs.283875 NPD009 protein 



-2.53 



Hs.1 83887 hypothetical protein FU22 1 04 



-2.52 



-2.52 



-2.51 
-2.50 



Hs.80741 proplonyt Coenzyme A carboxylase, alpha poly peptide 
Hs.80828 keratin 1 (epldermolyUc hyperkeratosis) 



n S " M 7587 H ° m0 Sap,ens mRNA ' cDNA DKFZP547F134 ( from clone DKFZd54 7F134T 
Hs.287444 hypothetical protein FU1 1 722 L - 



Hs. 17409 cysteineHrich protein 1 (intestinal) 



-2.49 



Hs.325520 Homo sapiens IMAA mRNA for h tAT1-3TM. comply rate 
Hs.3Q1011 KIAA0876 protein 



-2.48 
-2.48 



Hs 16193 Homo sapiens mRNA; c D NA DKFZp586B 211 (from done D KFZo58BB2l 11 

HS.32942 ohosnhnlnncHIHa-1_U««« ~~t~u.*: . 7T~. - V 



-2.48 



Hs.32942 pho spholnosiuae-3-kinase, catalytic, gamma p olypeptide 

Hs. 23240 Mnmncanionc <~riMA ri MoVn^ c- ~.. . ■ 



Hs.23240 Homo 
PROTEIN 83 



sapiens cuna FU13496 fis, clone PLACE1004471, weakly similar to ZINC FINGER 



Hs,23796 odz (odd Ozten-m, Drosophila) homolog 1 

Ipmtein) 336 tUm ° r ™" re0Bptor su P ertam ^ 12 (translocating chain-association membrane " 
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Table 2 

Differential Gene Expression in Fugetaxis vs Chemotaxis SDF-1 Gradients 



-2.18 
-2.17 
-2.16 
-2.14 

-2.13 
-2.13 


Hs.6541 ATPase, Ca++ transporting, ubiquitous " 

Hs.8173 hypothetical protein FLJ10803 " ' — ' — 

Hs.16079 hypothetical protein FLJ10233 ' 

proS 38 tUm ° r neCrDS,S faCt ° r reCePt0f superfaml, y- member 12 (translocating chain-asscciaticn membrane 

Hs.82129 carbonic anhydrase III, muscle specific ~~ 

Hs.143131 glycoprotein A33 (transmembrane) — 


-2.13 
-2.12 
-2.11 

-2.11 

-2.11 

-2.10 

-2.10 

-2.09 

-2.09 

-2.08 

-2.08 

-2.07 

-2.07 

-2.06 

-2.06 

-2.06 

-2.05 

-2.05 

-2.05 

-2.04 

-2.04 

-2.04 

-2.04 

-2.04 

-2.03 

-2.03 

-2.03 

-2.03 

-2.03 

-2.03 

-2.03 

-2.03 

-2.02 

-2.02 

-2.02 

-2.02 

-2.02 

-2.02 

-2.01 I 

-2.01 1 

-2.01 1 

-2.00 \ 

-2.00 f 

-2.00 T 

-2.00 Y 

-2.00 1- 

-2.oo y 

-1.99 V 
-1.99 Y 
| -1.99 V 


Hs.11 1244 hypothetical protein — 

Hs. 168640 ankylosis, progressive (mouse) homolog ' 

CANING ENMfaK^ * ALU1 ~ HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION 

Hs.5997 hypothetical protein FU13078 — — 

Hs.7995 /len=469 , 

Hs.51 9 WW domain-containing oxidoreductase ~ ' 

Hs.2815 POU domain, class 6, transcription factor 1 ~ 

Hs.278985 hypotheticai protein 

" Hs.89474 ADP-ribosylation factor 6 — 

Hs.301 1 14 zinc finger protein 79 (pT7) — — 

Hs.235445 hypothetical protein FLJ21313 

Hs. 139033 paternally expressed 3 ~~ ■ 

Hs.62187 phosphatidylinositol glycan, class K ~~ " 

Hs.1 09655 sex comb on midleg (Drosophila)-like 1 ™ ■ 

Hs.279777 hypothetical protein "" ' 

Hs. 75694 mannose phosphate isomerase " — ■ 

Hs.5378 spondin 1, (f-spondin) extracellular matrix protein ~ 

Hs.66180 nucleosome assembly protein 1 -like 2 ■ 

Hs.306292 Homo sapiens mRNA; cDNA DKFZp564F133 (from clone DKFZp564F133) 

Hs.42215 protein phosphatase 1, regulatory subunlt 6 " 

Hs.75574 mitochondrial ribosomal protein L19 ~" 

Hs.301 512 nuclear mitotic apparatus protein i 

Hs.58593 general transcription factor IIF, polypeptide 2 (30kD subunlt) " 

Hs.1 61 93 Homo sapiens mRNA; cDNA DKFZp586B211 (from clone DKF2 P 586B211) 

Hs.283753 cell cycle progression 8 protein ' " 

Hs.226103 Homo sapiens mRNA; cDNA DKFZp564G222 (from clone DKFZd564C52??\ — 

Hs.100932 transcription factor 17 — 

Hs.278398 KIAA1117 protein ■ 

Hs.39733 postsynaptic protein CRIPT 

Hs.200595 KIAA0562 gene product — * " — 

Hs.31659 thyroid hormone receptor-associated protein 95-kD sub unit " 

Hs.98571 complement C1r-fike proteinase precursor, "" — 

Hs.1 79507 KIAA0779 protein 

Hs.71168 Homo sapiens clone 24674 mRNA sequence " 

Hs.82143 E74-llke factor 2 (ets domain transcription factor) " — 

Hs.62 protein tyrosine phosphatase, non-receptor type 12 " " — — 

43.236642 3-hydroxyisobutyry|-Coen2yme A hydrolase 

H19456 SWISNF related, matrix associated, actin dependent regulator of chromatin, subfamily a. members 

Hs. 1 82595 dyneln, axonemal, light polypeptide 4 - — 

Hs.294014 ESTs ' " 

Hs.920 modulator recognition factor I " ■ 

Hs.1 08947 KIAAOOSOgene product " 1 

Hs.1 1 1373 KIAA0423 protein : : " : 

^1582^5^aiicleuclne^ 

Hs.79078 MAD2 (mitotic arrest deficient, yeast, homoloaMike 1 ' 

Hs.1 3421 KIAA0056 protein " 

te.1 55995 KIAA0643 protein ~* ' — 

te.323950 zinc finger protein 6 (CMPX1) ' — ■ 

ls.1 03834 hypothetical protein MGC5576 ■ — 

ls.300741 sorcin — 
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Table 2 

Differential Gene Expression in Fugetaxis vs Chemotaxis SDF-1 Gradients 



-1.99 
-1.99 
-1.98 
-1.98 
-1.98 

-1.98 
-1.98 
-1.98 
-1.97 
-1 .97 
-1.97 
-1.97 
-1.97 


gb.NM_030794.1 /DEF-Homo sapiens hypothetical protein FLJ21007 (FU21007) mRNA 
Hs.2741 3 adaptor protein containing pH domain, PTB domain and leucine zipper motif 

Hs. 152151 plakophilin 4 ~ ' 

Hs.300684 calcitonin gene-related peptide-receptor component protein 

HsJ07091 Homo sapiens ARTS protein (PNUTL2) mRNA, complete cds; nuclear gene for mitochondrial 

Hs.119274 RAS p21 protein activator (GTPase activating protein) 3 (lns(1.3.4.6}P4-bindir. a orated 

Hs.139271 phosphodiesterase 5A, cGMP-speclfic ~" ~ 

Hs. 99491 RAS guanyl releasing protein 2 (calcium and DAG-regulated) ~~ 

Hs.79368 epithelial membrane protein 1 

Hs.7627 CGI-60 protein — _ — 

Hs. 265561 CD2-associated protein ~ 

Hs. 58362 flen=594 ~~ ~ — 

Hs.1 92966 KIAA0265 protein " 


-1.96 
-1.96 
-1 .95 
-1.95 
-1.95 
-1 .95 
-1.94 
-1.94 
-1.92 


Hs.288411 ESTs ~ — 

Hs.3530 TLS-associated serine-arginine protein 2 "~ ~ 

gb:AF01 9888.1 /DEF=Homo sapiens Arp23 complex 20 kDa subunit (ARC20) mRNA. comniPt* ^ 1 

Hs.285848 KIAA1454 protein ~" i ' : ' — 

Hs.1 05633 hypothetical protein FU 1 0583 — " 

Hs.279761 HSPC134 protein " — — ■ 

Hs.6217 Homo sapiens cDNA FLJ12521 fis, clone NT2RM2001840 ~~ 

Hs.50335 cytochrome P450 mono oxygenase " " 

Hs.279842 HSPC1 57 protein ~~ " ~ " " 


-1 .92 
-1 .92 


Hs.84560 hypothetical protein FLJ1 1795 — " — 

Hs.283978 Homo sapiens PR02751 mRNA, complete cds """" — ~~ 


-1 .91 

<t Q1 

-i .yi 

1 on 
-i .yu 


Hs.25245 hypothetical protein FLJ11269 — * 
Hs.21497 Homo sapiens, clone IMAGE:3629896, mRNA, partial cds 

Hs. 1 7801 1 hypothetical protein FLJ20257 " 


_1 on 

-1 ftQ 

i .oy 


Hs. 22549 hypothetical protein FLJ1 2799 

ns.jy4o uui-iu/ protein •• 


A fin 

-i .oy 

"1 RA 


Hs.280666 Homo sapiens chromosome 19, cosmid R32184 " ~* — " 

Hs . 1 00729 KIAA0692 protein — - - m 


-1 .88 


Hs.1 21 128 BCR downstream signaling 1 " ~ 


-1 87 

-1 .87 




-1,87 


Hs.7194 CGI-74 protein " 


-1.86 


Human clone 2371 9 mRNA sequence ' — ~ ■ 


-1.86 


Hs.234898 /len=382 — - 


-1.86 


Hs.190488 hypothetical protein FU10120 " — — 


-1.86 


Hs.164036 Homo sapiens AKAP350C mRNA sequence, alternatively spliced 


-1.85 


Ns.79018 chromatin assembly factor 1 , subunit A (p1 50) ' 


-1.85 


Hs.9629 papillary renal cell carcinoma (translocation-assoclated) 


-1.85 


Hs.1 56667 KIAA1536 protein ~ ' 


-1.85 I 


Hs.87 retinoblastoma-Iike 1 (p107) " 


-1.84 I 


Hs.1 00602 MAD (mothers against decapentaplegic, Drosophila) homolog 7 


-1.84 } 


Hs.6113staufen (Drosophila, RNA-binding protein) * 


-1.84 1 


Hs.8124 PH domain containing protein in retina 1 ~~ ~~ — 


-1.83 T 


Hs.287391 Homo sapiens chromosome 19, cosmid F23269 


-1.82 h 


Hs1 66204 PHD finger protein 1 ~ ~ — 


-1.82 F 


te. 1931 63 bridging integrator 1 " — 


-1.81 f- 


ls.48291 phosphodiesterase 6D, cGMP-spedfic, rod delta " 


-1.81 h 


Hs. 75546 capping protein (actin filament) muscle Z-flne alpha 2 


-1.81 P 


te .68398 period (Drosophila) homolog 1 " ' — — 


-1.81 i 1 


te.29956 KIAA0460 protein " 


-1.80 F 


ts.82664ETAA16 protein ™" — ~ 
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Differential Gene Expression in Fugetaxis vs Chemotaxis SDF-1 Gradients 



-1.80 



-1.80 



Hs.153498 chromosome 18 open reading frame 1 



Hs.52463 KIAA0966 protein 



upstream element (FUSE) binding protein 3 



-1 ,79 
-1.79 



Hs.2780 jun D proto-oncogene 



Hs.7432 hypothetical protein FLJ10477 



-1.78 



^ S !^ 8 ^ DP " rib0SyltranSferaSe <N AD+; P° ly ( ADp -""°°se) polymerase)-^ 2 
Hs.44131 KIAA0974 protein " ~ r 



-1.78 



Hs.288986 survivat of motor neuron 1 , teiomeric" 



-1.78 



Hs.283609 hypothetical protein PRO2032 



-1.77 



Hs.1602 dihydropyrimidine dehydrogenase 



-1.77 
-1.77 



Hs.52891 hypothetical protein PRQ1853 



Hs.326528 phosphodiesterase 3B, cGMP-inhibited 



Hs.210546interteukin21 receptor 



-1.76 



Hs.1 00914 hypothetical protein FU1 0352 



-1.76 



Hs.47099 hypothetical protein FLJ21212 



Hs.84429 KIAA0971 protein 



-1.76 



Hs.118194 RNA lariat debranching enzyme 



-1.76 



Hs. 2 79785 putative secreted protein 



Hs.46903 hypothetical protein FLJ1 2838 



278857 heterogeneous nuclear ribonucieoprotein H2 fH) 



4s.83636 adrenergic, beta, receptor kinase 1 



-1.75 



Hs.236642 3-hydroxyisobutyryl-Coenzyme A hydrolase 



-1.74 
-1.74 



Hs.nKJ04 cystathlonase (cystathionine gamma-lyaseT 



Hs.1 06843 /ien=765 



UDP-Gal:beta GlcNAc beta 1,4- galactosyltransfe rase. D oh/nf>ntiriA a 

1 Pmhrvnnir oHn/^nr^ -i» i- . — 



-1.74 



Hs.1 51461 embryonic ectoderm development 



-1.74 



Hs.203772 FSHD region gene 1 



-1.73 
-1.73 



Hs.8198 zinc finger protein 204 



Hs.1 02456 survival of motor neuron protein interacting protein 1 



Hs.295923 seven in absentia (Drosophila) bomolog 1 

He iftQfii ni/r7Pcogr>^n a.. 



-1.73 



Hs.16951 DKFZP586P221 9 pro tein 

Ur nine k ii a i . . r 



-1.73 



-1.73 



— — «... w p 

Hs.9196 hypothetical protein ■ 

T 32 ?lt* . HOm ° S8P ' enS mRNA: CD NA DKFZ P586J101 (from clone DKFZd^B 6jToTT" 
Hs .239934 CGI-G8 protein "™~ — — 



-1.72 



-1.72 
-1.72 



protein 

Hs.22559 KIAA0197 protein 



-1.72 
-1.72 



Hs.252723 ribosomal protein L19 



tyndrome I 



-1.72 
-1.71 



Hs.244 amino-terminal enhancer of split 



HS.279819APR-1 protein 



-1.71 



j, Moderately similar to B10024C cytochrome oxidase I H.santeng 

IDtion faHnrJJIfQ H fcneir. I u — — '• ■ 



-1.71 



Hs.30698 transcription factor-tike 5 (bas ic helix-loop-helix) 



-1.71 



-1.71 
-1.71 



Hs.31834 Homo sapiens clone 25129 mRNA sequence 
Hs.1 4928 hypothetical protein FU12903 



Hs.236940 /len=570 



-1.71 
-1.71 



Hs.48433 endocrine regulator 



Hs.283912 Homo sapiens PAC clone RP4-771 P4 from 7o1 1 21-ni 1 ?3 

Hfi i9CMitC hnnntt<«IU^I - *~t- r-l ~ -■ 



-1.70 



-1.70 
-1.70 



Hs.1 29445 hypothetical protein FLJ12496 



Hs.49526 f-box and leucine-rich repeat protein 4 
Hs.70359 KIAA0136 protein 



-1.70 
-1.70 
-1.70 



Hs.75790 phosphatldyllnositol glycan, class C 



Hs.8379Q KIAA0305 gene product 
Hs.1 888 5 CGM1 6 protein 



Hs.232068 tra nscription factor 8 (represses interieukln 2 expression) 
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Table 3 

Differential Gene Expression in Chemokinesis vs Chemotaxis SDF-1 Gradients 

UP REGULATED IN CHEMQTAXIS COMPARED TO CHEMOKINESIS SDF-1 GRADIENTS 



— - • • - — r w x.-^ i v m mwur\incoio o ur- | oKM 

Hs.99120 DEADH (Asp-GIu-Ala-AspHis) box polypeptide, Y chromosome 
Hs.80358 SMC (mouse) homolog, Y chromosome — — _ _ 



51.46 



36.38 



24.62 



21.08 



Hs. 18091 1 ribosomal protein S4, Y-linked 



Hs.1 55103 eukaryotic translation initiation factor 1A. Y chromosome 

Up ..k.: :«: :c , "Z — — — . 



16.17 



, — . ,.w iy U uun lamui iv-s, i ^ttumuaoin e 

Hs.193145 ubiquitin specific protease 9, Y chromosome (Drosop hlla fat facets mlaifuH 

Hs. 155397 Hnmn canlanc mDMA • «hMA rM/r7-c*>juj _ ~ — 



— - — -» r , v.Mv;mu a uiiio \Liro5opnna Tai Taceis related) 

Hs.155397 Homo sapiens mRNA; cDNA DKFZp564K1 43 (from clone DKF7nfifi4K-i^ 

Hs.177Rn*S Irffler i-*»lt lc/>4i n .i;[/ n ~ — ~i i.< .... ^ . « — 



Hs.177605 killer cell lectin-like receptor subfamily C, member! 



10.31 



Hs.75658 phosphorylase, glycogen; brain 



9.31 



Hs.155103 eukaryotic translation initiation factor 1A, Y chromosome 



9.28 



Hs.301636 peroxisomal biogenesis factor 6 



Hs.99120 DEADH (Asp-GIu-Ala-AspHis) box polypeptide, Y chromosome 



8.15 



FK506-binding protein 8 (38kD) 



Hs.37427 erythrocyte membrane protein band 4.1 (elllptocytosis 1, RH-ttnked) 



6.60 



.278599 nuclear receptor subfamily 6, group A, member 1 



6.45 



Hs.25817 BTB (POZ) domain containing 2 



^•I! 4 ™ S °' Ute C3rTier f3mily 4 ' ani0n excha "g er - member 2 (erythrocyte membrane protein band 3-lik^ 
Hs.56336 protein kinase, Y-llnked 



6.10 



Hs.5541 ATPase. Ca++ transporting, ubiquitous 



5.26 



4.63 



4.28 



4.27 



4.19 



Hs.79340 PTH-responslve osteosarcoma B1 protein 



3.91 



3.90 



3.79 



3.75 



Hs, 180577 granulin 



Hs.73931 major histo compatibility complex, class II, DQ beta 1~ 



Hs.10306 natural killer cell group 7 sequence 



Hs.272108 ESTs 



Hs. 121 073 hypothetical protein FU 1 0466 



Hs.69560 iduronldase, alpha-L- 



Hs.272438 discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 



Hs.1 04555 neuropeptide FF-amlde peptide precursor 



Hs.285753 SCG10-llke-proteln 



Hs.99B77 Janus kinase 3 (a protein tyrosine kinase, leukocyte) 



Hs.187378 hypothetical protein FLJ11278 



Hs.58362 hypothetical protein FLJ1 2681 



Hs.98614 ribosome binding protein 1 (dog 180kD homolog) 

Uc < oh jii lAin * _i — : — TZ 



3.35 



Hs.1 2142 WD repeat domain 13 



3.35 



Hs.202672 endothelial differentiation, sphingolipid G-protein-coupled receptor, 5 



Hs.41 carcinoembryonic antigen-related cell adhesion molecule 8 

Hs.76415 Inter- alpha (globulin) Inhibitor H4 (plasma Kalfikrein-sensitrv a glycoprotein 
Hs.326035 early arowth resoonse 1 ' 



3.18 



.326035 early growth response 1 



Hs.193324 ESTs 



3.17 



Hs.279651 melanoma Inhibitory activity 



3.13 



Hs.1 94662 calponln 3, acidic 



3.10 



Hs.167380 BLu protein 



3.10 



Hs.181353 UDP-GahbetaGteNAc beta 1,3-gaJactosyltransfBrase, polypeptide 2 



Hs.1 10964 hypothetical protein FU23471 



3.09 



Hs.1 47472 dynein Intermediate chain 2 



3.03 



Hs.7724 KIAA0963 protein 



mRN? 696 * 1 /DEF=Human adrenal homolog (Creb-rp), complete cds. and tenascln-X (XB), partial cdsT 



3.02 



2.99 



Hs.1 34729 FXYD domain-containing Ion transport regulator 7 



Hs.1 7409 cystelne-rich protein 1 (Intestinal) 



Hs.3066 grarcyme K (serine protease, granzyme 3;tryptase II) 



2.90 



Hs.92381 nudlx (nucleoside diphosphate linked moiety X)-type motif 4 



2.86 



Hs.242407 G protein-coupled receptor, family C, group 5, member B 



Hs.76289 biliverdin reductase B (flavin reductase (NADPH)) 



2.84 



Hs.7258 hypothetical protein FLJ22021 



2.82 
2.81 



gb:NM_Q309 31.1 /DEF=Homo sapiens epldidymal secretory protein ESP13.2 (ESP13.2). mRNA . 
Hs. 233789 FSTs 



Hs.64096 KIAA0427 gene product 
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278 Hs.328822 haptoglobin-related protein 



2.75 



2.74 



2.65 



247950 H.saplens mRNA for Ig light chain, variable regi on (IDiCLLOoTvlT 



Hs.248 mitogen-activated protein kinase kinase kinase 8 



Hs.272891 hlppocalcin-fike protein 4 



Hs.72984 makorin, ring finger protein, 3 



2.64 



Hs.234642 aquaporln 3 



2.60 



Hs.65112 insulin-like growth factor 1 (somatomedin C) 



2.60 



Hs.306425 H omo sapiens mRNA for KIAA1417 protein. partlaTcdT 



2.55 



Hs.321149 hypothetical protein FU10257 



2.54 



Hs.306412 Homo sapiens cDNA FU20854 fis. clone ADKA01341 



2.51 



Hs.278932 PRO0214 protein 



2.49 



Hs.1 92662 hypothetical protein FLJ 10469 



2.48 



Hs.283675 NPD0Q9 protein 



2.47 



Hs. 12229 TGFB inducible early growth response 2 ' 



2.47 



Hs.160318 FX YD domain-containing Ion transport regula tor 1 (phospholemmani 
Hs.30071 1 annexin A5 " 1 ' 



2.46 



Hs, 



2.44 



171825 basic helix-lo op-helix domain containing, class B, 2 



2.43 



Hs.1 12434 Novel human gene mapping to chomosome 13 



Hs.81182 histamine N-methyltransferase 




2.30 



2.29 



2.27 



2.24 



2.22 



2.19 



2.18 



Hs.7627 CGI-60 protein 



Hs.61258 argininosuccinate lyase 



Hs.1 8491 5 zinc finger protein, Y-lioked 



Hs.1 05700 secreted frizzled-f elated protein 4 



Hs.9688 leukocyte membrane antigen 



Hs.5881 ELL gene (11-19 lysine-rich leukemia gene) 



2.18 



2.17 



2.16 



2.15 



2.15 



?u^7™ 753 'l ^T:"™ 0 S3pienS MMTV integration site fami ly, member 3 (WNT3 T mRNA 
Hs.195432 aldehyde dehydrogenase 2 family (mitochondrial) J 



Hs.94970 K1AA0306 protein 



IS'SkS H ° m ° S3PienS CDNA FU11676 flS ' C ' 0ne HEMBA1 Q ^752, highly similar to Homo sapiens mRNA 



Hs.1 95464 filamin A, alpha (actin-bindlng protein-280) 



Hs.1 724 interleukin 2 receptor, alpha 



2.09 



Hs.21497 Homo sapiens, clone 1MAGE:3629896, mRNA, partial cds 



2.08 



Hs.36972 CD7 antigen (p4lT 



2.08 
2.07 



Hs.11590cathepslnF 



Hs.57749 synaptic nuclei expressed g ene 2; KIAA101 1 protein 

Ue mOGDo -u i i« -V " _ 



2.06 



2.06 



2.06 



2.05 



2.05 



2.04 



2.03 
2.02 



Hs.1 03362 phospholipid scramblase 3 

Hs.77858 mesenchyme homeo box 2 (growth arrest-spe cific homeo box) 

HS.64239 Hlimnn HNJA camianra frnm ^Iama doc . 



ww ... 0 >» C iiv,i.yiiio iiuimou \yiowui arres [-specific homeo bo x) ~ 



^, w^v,,. . ,i_, t > umiiaii i, o ihopuuu 

Hs.211584 neurofilament, light polypeptide (68kP) 



Hs.276295 cholinergic recep t or, nicotinic , epsilon polypeptide 



Hs.11609 single Ig IL-1R-related molecule 



Hs.3838 serum-lnducibte kinase 



aquaporin 3 



1.99 



produrt 91 H ° m ° Sapie " S ARTS Pr ° tein (PNUTL2 > mRNA - complete cds ; nuclear gene for mitochondrial 
Hs.71746 hypothetical protein FLJ11583 " 
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1.97 



1.96 



1.96 



1.95 



Hs.78781 vascular endothelial growth factor B 



1.94 



1.94 



1.92 



1.92 
1.90 



Hs.58362 /ten=594 



Hs.195464 filamin A, alpha (actin-binding proteln-28Q) 



hoS) S1 °° calciurn - faind?n 9 P rot ein A4 fcalcium protein, calvasculln, metastasis murine placental 
Hs.79019 baculovlral lAP repeat-contalnlng 1 



Hs.701 9 signal-induced proliferation-associated gene 1 



Hs.68877 cytochrome b-245, alpha polypeptide 



Hs.1 95464 filamin A, alpha (actn-blnding proteln-280) 



Hs.1103 transforming growth factor, beta 1 



Hs.1 50540 Homo sapiens, clone IMAGE:395496 1. mRNA partial »te 
Hs. 1551 91 villin 2 (ezrin) — ~ —L_ 



1.90 
1.90 



1.88 
1.88 



Hs.301417 AHNAK nudeoprotein (desmoyokin) 
Hs.1 12049 SET binding factor 1 



Hs.73956 NAD(P)H menadione oxkloreductase 2, dioxirMnduclb ie 

Hs.202687 po tassium voltage-gated channel, Shal-related subfamily, mem beTF 
Hs.5345 arginyl aminopeptldase (amlnopeptidase B)-Hke 1 ~ 



1.88 
1.88 



1.86 



Hs.30127 hypothetical protein 



1.85 



Hs.7252 K1AA1224 protein 



1.85 
1.84 



Hs.76240 adenylate kinase 1 



Hs.25999 hypothetical protein FU2"219*5" 



1.84 



Hs.118463 transport-secretion protein 2.2, 



1.82 
1.82 



Hs.1 53529 Homo sapiens clone 24540 mRNA sequence 



Hs.9999 epithelial membrane protein 3 



Hs.1 6701 7 gamma-amlnobutv ric acid (GABA) B rerentnr 1 

Li* cionc.. * — r: —C ■ 



1.82 
1.82 



Hs.51305 v- maf musculoaponeurotic fibrosarcoma (avian) onc ogene family, protein F 
Hs.272972 hypothetical protein FLJ20185 — 



1.61 
1.80 



peroxisomal biogenesis factor 6 



Hs.103147 hypothetical protein FU21347 
Hs.74573 similar to vaccinia virus Hindlll K4L ORF 



1.80 
1.80 



Hs.62402 p21Cdc42Rac1-actlvated kinase 1 (yeast Ste20- related) 
Hs.1 12028 MisshapenNlK-related kinase — — — — 



1.79 



1.78 



Hs.428 fms-related tyrosine kinase 3 ligand 



1.77 



1.76 



Hs.1 00071 6-phosphogluconolactonase 
Hs.99491 RAS guanyl releasing protein 2 (ca lcium and D AG-mo ula torn 
Hs.182982 golgln-67 ~" " ~ 



1.76 



1.75 
1.74 



Hs.31659 thyroid hormone receptor-associated p rotein. 95-kD subunit 

i-Jc ^S/IQ I ». I -r« ~ " — — 



Hs. 275438 histone deacetylase 7A 
Hs.2551 adrenergic, beta-2-, receptor, surface 



1.74 



1.73 



Hs.91299 guanine nucleotide binding protein (G protein), beta polypeptide 2 



Hs.11B09 /len=525 



1.73 



1.73 
1.73 



Hs.9731 nucl ear factor of kappa light polypeptide gene enhan cer in B-cells inhibitor hPta 

Hs.19fi4fl4 Hnmn ggnlono mDMA ft.ll l n »Mh'L t.wu. ^. .-, . ' 



1.72 



1.72 

1.72 



Hs.195484 H omo sapiens mRNA full length insert cD NA done EURQIMARF a?7*nfi 



Hs.1 80040 hypothetical protein FU22439 
Hs. 94382 adenosine kinase 



Hs.1 56667 KiAA1536 protein 
Hs.285313 core promoter element binding protein 



1.72 
1.72 



Hs.47344 advillin 



Hs.41 502 hypothetical protein FLJ21276 

Hs.7647 MYC -assoclated zinc finger protein (purine-bind ing transcripHon farinrt 

Hs 1044R1 Mrtr Aeh anH n h ne nh n lin 4 o a r- u.Im r '— 



1.71 
1.71 



Hs.104481 Nek, Ash and phospholipase C binding protein 
-ls.178011 hypothetical protein FU20257 ~~" 



1.71 
1.70 



1.70 



1.70 



Hs.131885/len=582 

Hs.1 08947 KIAA0050 gene product 



Hs.272814 hypothetical protein DKFZp434E1723 
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DOWN REGULA TED IN CHEMOTAXIS COMPARED TO CHEMOKINESIS SDF- 1 GRADIENTS 
-17.85 LJ " * , *" >ri " ! * * ' ■* " ' " — — ■ ~ — — 



-12.91 



Hs.82985 collagen, type V, alpha 2* 



Hs.223014 antizyme inhibitor 



Hs.76364 allograft inflammatory factoTT" 



Hs.7358 hypothetical protein FU13110 



-5.42 



-5.06 



Homo sapiens mRNA; cDNA DKFZp566M043 (from clon e DKFZd566MQ431 

athpliririin antfmi/«i-nhlal nnr»M n — ~ 



Hs.51120 cathelicidin antimicrobial peptide 



Hs.1 73464 FK506-pinding protein 8 (38kD) 



».54 



Hs. 134503 PR domain containing 8 



-4.27 



Hs. 119500 ribosomaJ protein, large P2 



Hs.1 39263 calcium channel, voltage-dependent, alpha 1F sub-unit 



-4.23 



Hs.76845 phosphoserine phosphatase-llke 



-4.18 



Hs.182740 ribosomal protein S11 



-3.89 



gb:M24668.1 / D EF=Human Ig rearranged H-chaln V-region m RNA (C-D-JH4) nnmniptp ^ 
Hs.73793 vascular endotheliai growth factor c - 



-3.89 



-3.86 



Hs.75105 emopamil-binding protein (sterol Isomerase) 



-3.86 



Hs.274 megakaryocyte-assoclated tyrosine kinase" 



Hs.24322 AT Pase, H+ transporting, lysosomal (vacuolar proton pump) 9kD~ 



-3.76 
-3.72 



[WARNING iNTRY M H° a s S 3 ' m " arto ALUB - HUMA " SUBF AMILY SX SEQUENCE CONTAMINATION 



Hs.3112 sodium channel, nonvoltage-gated 1, gamma 



-3.67 



Hs.1 0247 activated leucocyte cell adhesion molecule 



-3.66 



Hs.406 solute carrier family 6 (neurotransmitter transport er, dopamine), member 3 

Hs 271 ft/1 nrnurfK fa/4nr /e :_: " \ . "— : — ■ 



-3.63 
-3.57 



— — — ■ * — """"r""-^'. w.v KCTimilo/> Micniuei o 

HS.271B4 gro wth factor, ervl (S. cerevisiaej-like (augm enter of liver regeneration^ 
Hs. 321 223 keratin 6B " 



-3.52 



S^t^Sm CySteinQ) Pr ° teinase inhibit0r ' dade F < a| P ha - 2 antiplasmin, pigment epithelium derived 



-3.50 



Hs.1 52251 frizzled (Drosophila) homolog 5 



Hs.69752 desmocoliin 1 



-3.48 



-3.48 



Hs.1 59581 matrix metalloproteinase 17 (membrane-inserted) 



-3.47 



Hs.1 05927 stem cell growth factor; lymphocyte secreted C-type lectin 



-3.40 



Hs.223241 eukaryotic translation elongation factor 1 delta (guanine nucleotide exc hange protein! 
Hs.24322 AT Pase, H+ transporting, lysosomal (va cuolar proton oumnl 3kn 



-3.33 



Hs.239737 C-terminal binding proteinT 



-3.32 



Hs.78305 RAB2, member RAS oncogene family 



-3.29 



Hs.84285 ubiquitin-conjugaUng enzyme E 2I (homologous to yeast UBC9) 



-3.27 



-3.26 



-3.22 



-3.20 
-3.18 



-3.18 



-3.12 



-3.12 



-3.11 



-3.10 
-3.06 



Hs.303649 small Inducible cyto kine A2 (monocyte chemotactic protein 1 , hom ologous to mouse Slo-ie^ 

Hs.183362 hypothetical protein FLJ20535 2 

Hs.146409 cell division cycle 42 (GTP-binding protein, 25kD) ' 



Hs.2969 v-ski avian sarcoma viral oncogene homolog 
Hs.279832 hypothetical protein FU10488 ~~~ 



Hs,187354 nuclear receptor subfamily 2, group E. member 3 



Hs.66578 corticotropin releasing hormone receptor 2 



Hs.1 9280 cystelna-rich motor neuron 1 



Hs.154999 ESTs, Moderately similar to HERC2 H.sapiens 



Hs.273294 hypothetical protein FU20069 



Hs.1 39 137 Homo sapiens clone 24442 mRNA sequence 



Hs.1 78749 synovial sarcoma, X breakpoint 3 



-3.05 



Hs.7645 fibrinogen, B beta polypeptide 



-3.04 



Hs.1 54085 leucine zipper protein 1 



Hs.1 98427 hexokinase 2 



Hs.302022 PR domain containing 16 



-3.01 
-2.98 



Hs.1 05859 hypothetical protein FLJ10260 



* . H tob, ? St , fl ?*? fa ° t0r r6C ! pt0r 2 ( ba «eria-expressed kinase, keratinocyte growth factor receptor 
g 5 - 'l^ 0310315 1 ' Cr0UZ ° n syndrome - differ syndrome. Jacksnn-Weiss syndrome) P 
rSn.Il , J )r0b, f factor receptor 2 (oacteria-expressed kinase, keratinocyte growth factor receptor, 
craniofacial dysostosis 1, Crouzon syndrome. Pfeiffer syndroms. Jacksonj/telss syndrome) 
Hs.4775 junctophilin 3 — «— { 



-2.98 



-2.98 
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-2.95 



-2.95 
-2.92 



-2.92 



Hs.82280 regulator of G-protein signalling 10 



Hs.225170 hypothettcal protein FU11535 



Hs.1 25783 DEME-6 protein" 



SSl^^ SaP}6nS ' tlJm ° r neCr ° SiS faCt ° r reC6pt0r «^"«y. ^mber 9, clone MGC:21 72, 




-2.78 



-2.78 



Hs.315463 suppression of tumorigen icily 16 (melanoma diffe7e7itialI5rO 



Hs.109733CGI-131 protein 



Hs.248190 UDP-N-acetyl-alpha^alactosaminerpolypeptid e N^acelylgalactosamlnyltransferase 4 (GalNAc- 



-2.73 



Hs.41752 keratin, hair, acldic,2 



SS^SJSCSrt * " tmyelopro,lferatlve leukemla °"c°9«"e "gand, mega^ocyte growth and 



-2.6B 



Hs.1 59900 G protein-coupled receptor 15 



-2.68 



Hs.7936 BAI1 -associated protein 2 



-2.67 



Hs.283330 hypothetical protein PRQ1843 



-2.64 



" S '?!I!l Pr ! tein phosphatase 1A (fo ^erly 2C). magnesium-dependent. alpl^is^ r 

HS.1 15365 rhrnmncnmo V nna.* t — " — 



-2.64 



Hs.1 15365 chromosome X open reading frame 2 
'Hs. 16488 calreticulin " " 



-2.64 



Hs.128311 ESTs 



-2.64 



Hs.283055 hypothetical protein PRQ1316 



-2.58 



Hs.93758 H4 htetone family, member H 



-2.57 



Hs.249727 hypothetical protein FLJ11798 



-2.55 



Hs.233568 H2A hlstone family, member I 



-2.55 



Hs.1 71995 kallikrein 3, (prostate specific antigen) 



-2.55 



Hs.85302 adenosine deaminase, RNA-speafic, B1 (homolog of rat RED 11 

Me iTOQOO n^.H^ i i m '.iii. / 



Hs. 172928 collagen, type I, alpha 1 



-2.53 



cytochrome P 450, subfamily IIC (mephenytoin 4-hvd roxvfaseV nnhm»m«H» 

1 cimUar to mi irtnr, « ... - — - — - ■- 



-2.52 



Hs.3781 similar to murine leucine-rich repeat protein 



-2.47 
-2.43 



Hs.288650 aquaporin 4 



Hs.322680 Homo sapiens cDNA: FU21547 fis, done COL082Q6 



-2.42 
-2.41 



Hs.69559 KIAA1096 protein 



Hs.108287 intercellular adhesion molecule 4, Landsteiner-Wianer blood group"" 



-2.41 
-2.41 



Hs.1 94765 H.saplens GENX-5624 mRNA, 3 UTR 

Hs.213392 hy pothetical protein FLJ13195 similar to stromal antigen 3 
Hs.1 66715 hypothetical protein PRQ2533 " 

gg.1 .1 . _ 



-2.38 



-2.38 



fe.65149 growth hormone~2 



-2.38 



9 1 9 " /Da ~ gHom ° Mp J ens ' similar t0 rat ^yoniega lin, clone MGC:145 86, mRNA, complete ^T 



-2.37 



Hs.306243 H omo sapiens thioredoxin delta 3 (TXN delta 31 mRNA nartiai Eds 



Hs.306602 Homo sapiens cDNA FLJ1 1514 fis, done HEMBA1002229 



-2.32 



gb:NM_012465.1 /DEF=Homo sapiens tolloid-tike 2 Q1 L2), mRNA 
Hs.41135 endomudn-2 ' 



-2.31 
-2.31 



Hs.1 1 1 732 Fc fragment of IgG binding protein 
Hs.73064 gonad otroDln-releaslna hormnnp nan 



-2.30 
-2.30 



Hs.7306 secreted frizzle d-related protein 1 
Hs.288931 Homo sapiens cDNA FLJ1303/ 



-2.29 
-2.29 



Hs.25732 eukaryotfc translation Initiation factor 4 gamma, 3 



-2.27 



gb:NM_03097 5.1 /DEF=Homo sapiens keratin associated protein 9.9 (KRTAP9 91 mRNA 
Hs.20137 hypothetical protein DKFZp434P0116 " 



-2.26 



Hs.97109 ESTs 



-2.23 



-2.20 



Hs.1 11611 ribosomai protein L27 



-2.19 
-2.16 



Hs.78629 ATPase, Na+K+ transporting, beta 1 porypeplde 



Hs.l 8091 9 inhi bitor of DNA binding 2, dominant negative helix-l oo p-helix nmteST 

Hs.4147 translnratinfi /■4^g?r>_aer>r t oi 0 i;»%». ^^.»>t..^^ .! _,_ ■- - 



js.4147 translocating chain-associating membrane protein 
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-2.15 

-2.15 

-2.14 

-2.13 

-2.12 

-2.11 

-2.09 

-2.09 

-2.09 

-2.07 

-2.07 

-2.06 

-2.05 

-2.05 

-2.05 

-2.05 

-2.05 

-1.99 

-1.98 

-1.97 

-1.96 

-1.94 

-1.94 

-1.94 

-1.94 

-1.93 

-1.93 

-1.92 

-1.92 

-1.90 

-1.90 


Hs. 183805 ankyrin 1, erythrocytic , 

- ^ 4 f* S Hom ° sapiens mRNA; CDNA DKFZP564D016 (from clone DKFZp564D0im * 

Hs.124126 Homo sapiens clone 24438 mRNA sequence L ■ 

Hs.1 99538 inhibin, beta C " " 

Hs.301 946 lymphoid blast crisis oncogene " — 1 

Hs.28777 H2A histone family, member L ' 

Hs.75736 apolipoprotein D ' 

Hs.25051 plakophilin 2 " ~ ■ 

Hs.79170 KJAA0227 protein ™" — " ■ ■ 

Hs. 142023 T celi activation, increased late expression ~ " 

Ms.279773 diferentiation-related protein~difi3 — 

Hs.2388 apolipoprotein F " ■ 

Hs.91971 cAMP-regulated guanine nucleotide exchanqe factor ii 1 ' 

Hs.3781 similar to murine leuclne-rich repeat protein ~~ — 

|Hs^474^ 5-monooxvaenase activation protein, epsiion polypeptide 

IHSJ33130 Homo sapiens mRNA: cDNA DKF2p566H0124 (from clone DKFZp588H0i 9 A) " P ° ,YPP " ae 

ms.76064 ribosomal protein L27a ■ — ; 

Hs.75929 cadherin 1 1 , type 2, OB-cadherin (osteoblast) 

Hs.48950 heptacellular carcinoma novel gene-3 protein ~ — 

Hs. 142570 Homo sapiens done 24629 mRNA sequence 

Hs. 184245 KIAA0929 protein Msx2 Interacting nuciear tarqet (MINT} homolnq 

Hs.127828 guanine nucleotide binding protein (G protein), qamma 7 " 

Hs.279903 Ras homolog enriched in brain 2 

Hs.42194 hypothetical protein FU22649 similar to signal peptidase SPC2293 

us. 159003 transient receptor potential channel 6 ■ 

Hs.75294 corticotropin releasing hormone ■ 

Hs.262869 plasmlnogen-iike 

Hs.239176 insulin-like growth factor 1 receptor — ■ 


-1.89 
-1.88 
-1.87 
-1.87 
-1.86 
-1.86 
-1.86 

-1.86 
-1.85 
-1.84 i 
-1.84 I 
-1.83 i 
-1.82 1 
-1.81 i 
-1.81 !■ 


Hs. 16533 myosin phosphatase, target subunlt 1 ' — 

Hs. 129683 Homo sapiens unknown mRNA, sequence ■ 

Hs.24385 Human hbc647 mRNA sequence 

Hs. 165662 KIAA0675 gene product — 

Hs.283037 HSPC039 protein ' " ■ ■ 

Hs.152939 Homo sapiens clone 24630 mRNA sequence " 

Hs.89474 ADP-ribosylatlon factor 6 ~ 

Hs.121 128 BCR downstream signaling 1 ' "* " ■ 

4s.56043 CGI-1 15 protein " — 

Hs.1 84050 v-Kkas2 Kirsten rat sarcoma 2 viral oncogene homoloa ~~ 

-ts.5071 6 hypothetical protein SIRP-b2 " 

Hs.133207 PTPRF interacting protein, binding protein 1 (fiprin beta 1) 

Hs.7910 RING1 and YY1 binding protein " ~ 

Hs.25732 eukaryotic translation Initiation factor 4 gamma 3 * ~~ 

is.i 59526 patched (Drosophila) homolog " ~ — 


-1.81 h 
-1.80 t 
-1.80 1- 
-1.79 \- 
-1.79 h 
-1.79 h 
-1.78 h 
-1.78 H 
V 

-1.77 H 
-1.76 H 


te.92254 hypothetical protein FLJ20163 ~ " ■ 

te.56966 KIAA0906 protein — 

is.283729 ESTs ~ \ — . 

is.76884 Inhibitor of DNA binding 3, dominant negative heltx-loop-helix protein ~ — 

ls.298014 Homo sapiens cDNA FU14136 fis, clone MAMMA1002744 ~" ~ 

s.283683 chromosome 8 open reading frame 4 ~ — 

s. 115823 ribonuclease P, 40kD subunlt — — 

/ARNWG ENTRY^.s^piens^ ar * ALU1 ~ HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION 

s.17211 dedicator of cyto-Wnesis 2 " 

s.69547 myelin basic protein ' - 
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FIGURE 5 
Table 3 

Differential Gene Expression in Chemokinesis vs Chemotaxis SDF-1 Gradients 



-1.76 



-1.76 



-1.76 
-1.75 



Up ,- ne e4 cot \a, — rr. — ■• ■ . m w w imc nuugwiaB excna nge protein) 

WARING IKS" 3 ' t0 ALU1 - HUMAN AL » SUBFAMILY J S fcUUhNCE CONTAMINATION 
Hs.73291 hypothetical protein FLJ10B81 



-1.75 



Hs.274382 pro tein kinase, interferon-inducible double st randed rna rfanwytont 
Hb.79732 fibulin 1 c 



-1.75 



-1.74 



Hs.502 ATP-binding cassette, sub-f amitv B fMDRTAPi mAmhor'V 

U*. H«B7 U ? ...... ' . . — 



-1.72 



■■ " — ' ""'"7 " \»iui\inr;, mcmuet j 

Hs.212587 Homo sapiens mRNA ; cDNA DKFZp566M043 (from clone DKFZo566 M 043^ 

Hfi-fififlSft intorfornn /alnh-i KM-, ,J v . — £ ' 



-1.72 



-172 



Hs.86958 interferon (alpha, beta and omega) receptor 2 
Hs.1948 ribosomal protein S21 — 



-1.72 
-1.72 



Hs.293007 aminopeptldase puromycln sensitive 
Hs.1 73381 dihydropyrimldinase-like 2 



-1.71 



Hs.42409 CG1-146 protein 



-1.71 



Hs.1600 chaperonin containing TCP1, subunlt 5 (epsilon) 



-1.71 



Hs.97681 DNA (cytosine-5-)-methyltransferase 2 



-1.70 



-1.70 



Hs.144931 A TPase, aminophospho lipid transporter (AP LT). Class I. tvoe 8A mpmh*r T 
Hs.288106 hypothetical protein FU21166 ~ 



-1.70 



Hs.323712 KIAA0615 gene product 



-1.70 



Hs. 167835 acyl-Coertzyme A oxidase 1, palmitoyl 



-1.70 



Hs.326248 Homo sapiens cDNA: FLJ22071 fi S> clone HEP11691 



Hs, 16091 9 inhibitor of DNA binding 2, dominant negative helix-ioop-hellx protein" 
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Table 4 



Differential Gene Expression in Chemokinesis vs Fugetaxis SDF-1 Gradients 

UP REGULATED IN FUGETAXIS COMPARED TO CHEMOKINESIS SOF-1 GRADIENTS 



39.87 



35.11 



33.40 



13.24 



12.03 
10.64 



10.01 



8.19 
8.08 



7.64 



6.67 



Hs.80358 SMC (mouse) homolog, Y chromosome 



Hs.99120 DEADH (Asp-Glu-Ala-AspHis) box polypeptide, Y chromosome 



Hs.1 80911 ribosomal protein S4, Y-linked 



Hs.1 55397 Ho mo sapiens mRNA; cDNA DKFZp564K 143 (from done DKF7nfifi4k:iA^ 

Wcs 7*\1ft2l rh»im<.n O ill,* A t t:i . ._. ^'Z 1 



Hs.75184 chitinase 3-like 1 (cartilage glycoproteln-39) 



Hs.78913 chemoklne (C-X3-C) receptor 1 



Hs.1 551 03 eukaryotlc translation initiation factor 1A, Y chromosome 



Hs.1 93145 ubl quitin specific protease 9, Y chromosome (Dro sophila fat facets related 

He 7^1 U.A — t.8n ^> . / 



Hs.75184 chitinase 3-like 1 (cartilage glycoprotein -3 9) 



Hs.1 00000 S100 calcium-binding protein A8 (calgran ulin A) 



Hs. 10306 natural killer cell group 7 sequence 



6.10 



Hs.1 53837 myeloid ceil nuclear differentiation antigen 



5.97 



Hs.77436 pteckstrin 



5.67 



Hs.99120 DEADH (Asp-Glu-Ala-AspHis) box polyp eptide. Y chromosome 

Uc A'kUmi n nn (i>l.»l.. . . . 11 



Hs.1 37583 peptidoglycan recognition protein 



5.36 



5.26 



5.15 



4.99 



Hs.81665 v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
Hs.1 95432 aldehyde dehydrogenase 2 family (mitochondrial) 



Hs.2Q4238 Upocalin 2 (oncogene 24p3) 



Hs.1 



Mutanf^r^^ transporter " Variant BHBGT liB < 5 re 9 j ™> brain and spinal cord, mRNA Partial 



Hs.301636 peroxisomal biogenesis factor 6 



Hs.2962 $100 calcium-binding protein P 



4.94 



Hs.250700 tryptase beta 1 



Hs.1 58303 PR domain containing 1 t with ZNF domain 



4.63 



Hs.19413 S100 calcium-binding protein A12 (calgranulin C) 



4.20 



Hs.41 carcinoembryonic antigen-related cell adhesion molecule 8 



4.17 



Hs.76171 CCAATenhancer binding protein (CEBP), alpha 



4.08 



Hs.2582 defensln, alpha 4, corticostatln 



3.99 



Hs.155103 eukaryotic translation Initiation factor 1A, Y chromosome 



3.99 
3.94 



Hs.7724 KIAA0963 protein 



Hs.1 30760 myosin phosphatase, target subuntt 2 



Hs.177605 killer cell lectin-IIke receptor subfa mily C, member 2 

HQ nlf*r4 nn . 4 V. « ... . . . =— 



3.94 

3.92 



— — „ . ,.ixv> isvc^wi ouuitunriy memoer t 

Hs.256588 olfactory receptor, family 1, subfamily A, mem ber 2 
Hs.74076 CD163 antigen" " " 



3.91 
3.89 



te.286124 CD24 antigen (small cell lung c arcinoma duster4 anttaant 

<e -HH^M llnp V 1 »«l.t., t -^i-iLm . 7. .... . 



Hs.181353UDP-Gal:betaGlcNAc beta 1,3-galactosvltr ansferase. nah/npntirip -> 

Hft 7QftlfiQ anr.lAl^ g | w I n , JtJ ... — r r 



Hs.298469 angiotensin i converting enzyme (peptldyl-dipeptldase A) 1 



3.86 
3.84 



3.79 



3.77 



3.70 



3.66 



Hs.273321 differentially expressed In hematopoietic lineages 
Hs.1 3040 G protein-coupled receptor 86 " 



Hs.1 8551 neuroblastoma (nerve tissue) protein 



Hs.6527 G protein-coupled receptor 56 



Hs.75703 small Inducible cytokine A4 (homologous to m ouse Mip-lbF 



Hs. 42346 calcine urfn-blndlng protein calsarcln- 1 



Hs.287539 hypothetical protein FU12662 



Hs.232070 telomerase-assoclated protein 1 



3.64 
3.63 



Hs.233634 hypothetical protein FU14220 



Hs.183125 killer cell lectln-IIke receptor F1 



3.59 



Hs.239500 KIAA0273 gene product 



3.57 



Hs.1 96352 neutrophil cytosolic factor 4 (40kD) 



3.55 
3.51 



Hs.301540 sepiapterin reductase (7 t 8-dlhvdrobiopter!n ;NADP+ oxldoreductasel 
Hs.1 05938 lactotransferrin 1 



3.51 



Hs.56336 protein kinase, Y-llnked 



3.50 



Hs.294158 tryptase beta 2 



Hs.621 lectin, galactoside-blndtng, soluble, 3 (galectln 3) 



Hs. 36978 melanoma antigen, family A t 3 



Hs.352 folate receptor 3 (gamma) 



~ l»IMW IVVW|<IWI v Vo*-*" 

3.45 lHs.198037 KIAA0599 protein 
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Table 4 

Differential Gene Expression in Chemokinesis vs Fugetaxis SDF-1 Gradients 



3.38 



3.35 
3.34 



Hs.89499 arachidonate 5-tipoxygenase 



Hs.57975 calsequestrtn 2 (cardiac muscle) 



Hs.167380 BLu protein 



3.34 



Hs.2621 cystatln A (stefin A) 



3.34 



Hs.1619 ach aete-scute complex (Dros ophila) homolog-like 1 

Ue D710 kiM.tL.iu.i A_f. . . ~. . . _T 



3.30 



Hs.8719 hypotheUcal protein MGC1136 



3.29 



Hs.129708 tumor necrosis factor (Hgancfl superfamily, member 14 " 



3.29 



3.25 



Hs.25817 BTB (POZ) domain containing 2 — — 



3.23 
3.21 



Hs.37142 ephrin-A5 



Hs.127384 DKF2P564C196 protein 



3.21 



Hs.80248 RNA-blnding protein gene with multiple splicing 



3.20 



Hs.242407 G proteln-coupied receptor, family C. group 5. m^h^R 
Hs.2481S9 persephln _ — __ 




— ytviK^ni i 




"!"!!!f 62 H !°'° Sa ?, enS mRNA: DKFZD434E2028 t from dona DKFZb434B5a5> 
^• 31 S S small inducible cytokine subfamily C, member 1 (Ivrnp hotadftii ' 

14^^ TT" ^ ^ . — : 



2.77 



g^Sgffi 5 CUNA FU2 ° 161 g d °" e CULUi):!S2 - "»» t° L33930 Homo sapiens CD24 




2.66 



Hs.301417 AHNAK nucieopro tein (desmoyokln) 

Ue 070170 t ' . _ ■ — r — rTT — ■- . 



Hs.272278 cholinergic receptor, nicotinic, alpha polypeptide 9 



2.64 



2.64 



2.63 



2.61 



Hs.76722 CCAATenhancer binding protein (CEBP), delta 



~-..wtn a [/IVK.III ^uL.ur J, UC UB 

Hs.75607 m yristoylated alanlne-rich protein kinase C substrate (MARCK S 80X4.)" 
Hs.307177 Human SH3 domai n-containing. protein SH3P17 rnRNA, complete cds~ 



"n — ; - — — - — »■ " ""■■ ^'wr w.niniw, cor npieie cas 
Hs.250696 KDEl (Lys-Asp-Giu-ieu ) endoplasmic reticulum protein retentio n receotor 3 
Hs.108196 HSPC037 protein """"^ - 
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Table 4 

Differential Gene Expression in Chemokinesis vs Fugetaxis SDF-1 Gradients 



2.51 
2.50 

2.47 
2.46 
2.44 
2.44 
2.44 
2.42 
2.41 
2.39 
2.38 
2.38 
2.37 


Hs.50929 hypothetical protein FLJ1 3842 

Hs.123030 Human Kappanmmunoglobulin germline pseudogene (Chr22.4) variable region (subgroup V kappa 

- Hs.302046 Homo sapiens mRNA; cDNA DKFZp564C163 (from clone DKF7 P ^n^j 

Hs.oioi ( Ticoan (collagenfibrinogen domaln-containinq lectin* 2 fhucolln) 

Hs.79706 plectin 1, intermediate filament binding protein, 500kD 

Hs.274509 T cell receptor gamma constant 2 ■ 

Hs. 192662 hypothetical protein FU10469 " — ~ ■ 

Hs.81182 histamine N-methyitransferase ~ — 

Hs. 272034 hypothetical protein PR02822 

Hs.112259 T cell receptor gamma locus ' 

gb.BC00B252.1 /DEF-Homo sapiens, clone MUC:10619, mRNA. comoletecd* ' 

Hs.3071 87 H.sapiens mRNA for soluble delta TCR " 

Hs,283640 clg01 protein " ~ ■ 


2.37 
2.37 
2.36 
2.34 
2.34 
2.34 
2.34 
2.33 
2.33 
2.32 
2.30 
2.30 

2.29 
2.29 
2.26 


Hs. 198352 neutrophil cytosolic factor 4 (40kD) - 

Hs.143212 cystatin F (leukocystatin) " ' 

Hs.211869 dickkopf (Xenopus laevis) homolog 2 " — 

Hs. 1 05700 secreted frizzled-related protein 4 

Hs. 183805 ankyrln 1, erythrocytic — 

Hs.78909 butyrate response factor 2 (EGF-response factor 2) 

Hs. 150443 KIAA0320 protein " ~^ ■ — 

lHs'267372 VI Tl TT"' immUn ° 9t ° bUttn d0main flfl) ' short baslc ^crated, (semaphore 3C 

Hs.2014 T cell receptor delta locus 

gb.M18728.1 /DEF=Human nonspecific crossreacting antigen mRNA, complete cds 

M RP1 1 " 318P23 °" ChTO ~ 20 * ™ ^-binding" 

Hs.1661 1 tumor protein D52-like 1 " — 

Hs.1 95464 filamin A, alpha (actirvblndlng protein-280) ' " 

Hs.3066 granzyme K (serine protease, granzyme 3; tryptase II) ~~ ~~ 


2.26 

2.25 

2.25 

2.24 

2.24 

2.23 

2.23 

2.23 

2.22 
2.21 
2.21 
2.19 
2.19 J 
2.18 I 
2.18 ] 
2.17 1 
2.17 J 
2.16 T 
2.16 I 
2.16 r 
2.16 h 
2.15 h 
2.15 h 
2.15 h 
2.15 h 
2.14 H 
2.13 H 
2.10 H 


Hs. 169824 killer cell lectin-like receptor subfamily B. member 1 " ' 

Hs.171596 EphA2 ~ ■ — ~ 

Hs.81988 disabled (Drosophila) homolog 2 (mitogen-responsh/e Dhosohoprotftin) ' 

ns.149255 phosphatldylinosltoW-phosphate 5-kinase, type 1, alpha 

Hs.306664 Homo sapiens cDNA FU14061 fis, clone HEMBB1000749 

Hs.80731 autocrine motility factor receptor ™ 

Hs.74085 DMA segment on chromosome 12 (unique) 2489 expressed sequence 1 

salens cDNA FU124Z7 f»s, clone MAMMA1003127. highly similar to MYOSIN I ALPHA 

Hs.27^08 Homo sapiens cDNIA FU10133 fls, done HEMBA1003067 

Hs.112259 T cell receptor gamma locus 

Hs.1 95464 filamin A, alpha (actin-bindlng protein-280) ■ 

Hs.83169 matrix metalloproteinase 1 (Interstitial collagenase) ' — 

Hs.93728 pre-B-cell leukemia transcription factor 2 

Hs.98428 homeo box B6 " — 

Hs.143897 dysferlln, limb girdle muscular dystrophy 2B (autosomal recessive) 

Hs.7647 MYC-assoclated zinc finger protein (purine-binding transcription factort 

Hs.2200 perforin 1 (pore forming protein) " — ~ 

te.78944 regulator of G-proteln signalling 2, 24kD 

is. 183805 ankyrin 1, erythrocytic * — 

te.75909 K1AA0182 protein " — — 

is.287621 hypothetical protein FLJ14069 : : - 

is.1 12360 promtnin (mouse)-llke 1 " — 

is. 169266 neuropeptide Y receptor Y1 

is. 1 18796 annexin A6 ■ 

s.1 95464 filamin A, alpha (actln-bindlng proteln-280) ' — " 

s.50964 caranoembryomc antigen-related cell adhesion molecule 1 (billarv oncoprotein) 

s.183805 ankyrin ^erythrocytic 5 £ — 

s.553 solute earner family 6 (neurotransmitter transporter, serotonin), member 4 H 
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Table 4 

Differential Gene Expression in Chemokinesis vs Fugetaxis SDF-1 Gradients 



2.09 
2.09 
2.09 
2.07 
2.07 
2.05 
2.04 
2.04 
2.04 
2.04 
2.03 

2.02 
2.02 
2.02 


Hs.2463 anglopoietfn 1 

Hs.1724 interteukin 2 receptor, alpha — 

- Hs.306667 Homo sapiens cDNA FLJ14076 fis, clone HEMBB1001925 

Hs.308026 major histocompatibility complex, class II, DR beta 5 

- Hs -1°7526 UDP-Gal;betaGlcNAc beta 1,4- galactosyl transferase pnlyppptin* s 

intersectin 1 (SH3 domain protein) ~ " 

Hs.1 43288 hypothetical protein MGC11271 ' ' 

Hs.45743 adenosine A2b receptor — 

Hs.2014 T cell receptor delta locus ~~ 

Hs.1 92657 NPHS2 gene (podocin) 

P^ e ^stri C :Xo^ S r nhibit ° r ' SP - 40 ^- s ^^'^P™te.n2. teS ,os,erono- re p,es S ed 

Hs.814 major histocompatibility complex, class II, DP beta 1 

Hs.1 60483 erythrocyte membrane protein band 7.2 (stomalln) ' "~ 

Hs.50477 RAB27A, member RAS oncogene family — 


2.00 
2.00 
1.98 

1.97 
1.97 
1.96 
1.96 
1.95 
1.94 
1.94 
1.93 
1.92 


Hs. 268983 hypothetical protein FU21477 

Hs.272391 taste receptor, type 2, member 9 — 

^^fn n S O 3 e ) na0We " 0SlS VlrBl ° n009ene h0m0l ° 9 8 (nUdeaf faC,0r <* ka P" a »9 ht 

Hs.6641 kfnesln family member 5C 

Hs.51305 v-maf musculo aponeurotic fibrosarcoma (avian) oncouene family P mf«in p 

Hs.7718 hypothetical protein FU22678 " " 

Hs.2631 desmogleln 2 — 

Hs.1971 14 RNA binding protein; AT-*1ch element bindinq factor ' 

Hs.286079 spinocerebellar ataxia 8 " 

Hs.13684 hypothetical protein FLJ10761 — ' 

Hs.79077 KIAA0233 gene product * 

Hs.88411 lymphocyte antigen 117 " ~ " ■ 


1.91 
1.91 
1.90 
1.89 
1.89 
1.88 
1.88 
1.87 
1.87 
1.87 

1.87 
1.67 
1.86 
1.86 
1.86 
1.85 I 
1.85 J 
1.84 t 
1.84 ^ 
1.84 r 
1.83 F 
1.83 r 
1.83 h 
1.82 h 
1.82 F 
1.81 H 
1.81 h 
1.60 H 
1.80 H 
1.79 H 


Hs.77886 lamln AC ~ 

Hs.1 16550 ESTs ~ 

Hs.1 68669 oxoglutarate dehydrogenase (lipoamide) " 

Hs.2551 adrenergic, beta-2-, receptor, surface ~~ — 

Hs.73239 hypothetical protein FLJ10901 ~~ — 

Hs.1 69222 acrosomal vesicle protein 1 " " — ■ 

Hs.6931 9 CA11 " " - 

Hs.79601 /len=613 - 

Hs.1 83805 ankyrln 1, erythrocytic ~ ~~ ~ 

Sm B pte°te 5 cds 1 : 1 /DEF=Homo sap,ens ' Kn ° eDP Association inhibitor (GDI) alpha, clone MGC:2610, mRNA, 

Hs.121555 myosin IE 

Hs. 24048 FK506 binding protein precursor — 1 

Hs.195850 keratin 5 (epidermolysis bullosa simplex, Dowling-MearaKobnerWeber-CockaynA »vpp«) 

Hs.1 15246 mutS (E. coli) homolog 4 ~~ — 

*>.41 143 phosphoinosiUde-specinc phospholipase C-beta 1 "~ — ' 

Hs.181002 MLLseptin-tfke fusion "~ 

jb:NMJ)312B6.1 /DEF=Homo sapiens SH3BGRL3-like protein (SH3BGRI a), mRMA 

CIAA0620 protein ~ — '■ 

■ls.32168 KIAA0442 protein "~ — ■ 

is.287534 hypothetical prolein FLJ12568 ~ 

is. 139033 paternally expressed 3 " ' ~ 

te.75725 transgelln 2 ! ~ ■ 

ls.8257 cytokine inducible SH2-containing protein — — — * 

ls.286049 phosphoserine aminotransferase * 

ls.274150 hypothetical protein FU10351 " — — 

s.289082 GM2 ganglioslde activator protein " 

s.785 Integrtn. alpha 2b (platelet glycoprotein lib of llbllla complex, antiaen CD41R) " 1 

s. 160483 erythrocyte membrane protein band 7.2 (stomaUn) " ~~ ~ 

s.50477 RAB27A, member RAS oncogene family " 

s.306531 Homo sapiens caspase-10c mRNA, complete cds " — 
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Table 4 

Differential Gene Expression in Chemokinesis vs Fugetaxis SDF-I Gradients 



1.79 



1.79 
1.79 



Hs.110915 interieukin 22 receptor 



Hs.1 27561 myosin XV 



1.78 



Hs.21 1584 neurofilament, light polypeptide (68KP) 



1.78 



Hs. 1551 91 vlliin 2 (ezrin) 



1.78 



Hs.241570 tu mor necrosis factor (TNF supe rfamllv. memh»r 9\ 

Wc m^oeo oai..u - ; t .. . ~. r. — — £ L 



1.78 



fiT5^ S01Ule Can<er fami '' y4> sodium bicar b°"ate cotransporter-like, membeMQ- 



1.78 



1.78 



1.77 



1.76 



1.76 



1.76 



1.76 



1.75 



1.75 
1.75 



Hs.91299 guanine nucleotide binding protein (G protein), beta polypeptide 2 
Hs.276295 c holinergic receptor, nicotinic, epsilon polypeptide — ' 



rr^m t* ^ sub,am " y iic ft " " ™ ** 1 



Hs.102119 opsin 1 (cone pigmen t s), short-wave-sensitive fco ior bfi ndr^ii MtenT 
dystrophia myotonica-containing WD repeat motif 



Hs.57749 syn aptic nuclei expressed gen e 2; K1AA1011 protein 



Hs.99491 RAS guanyl releasi ng protein 2 (calcium and DAG^nn)^^ 
Hs.296348 E2k - } — 



Hs.176683 F c fragment of IgG, low affinity lllb, receptor for (CD16) 
Hs.93837 phosphatidylinositoi transfer protein, membrane-aslotialeT 



* _ - t r ^ %w " ■ i • ■ *w< ■ iwi 0i icaoguUdtQU 

ho'molo" ° 1UU ca,c,um -° lnd ' n 9 P f0tein A * (calcium protein, calvasculin, metastasin, murine placental 




1.73 



1.73 



1.73 



1.72 



1.71 
1.71 



Hs.10247 activated leucocyte cell adhesion molecule 



Hs.77910 3-hW roxy-3-methy|gfutaryl-Coenzyme A syn thase 1 faninhirt 

Hs 44 nlpinfmnhtrt fha^ri*. x .. ■— - 



Hs.195175 CASP8 and FADD-Uke apoptosls regulator 



Hs.80645 interferon regulatory factor 1 



77422 proteollpld protein 2 (colonic eptthelfum-enriched) 



^ 3 !!.° 696 K ? EL (L y 3 " As P- Glu - Leu > endoplasmic reticulum protein retention"? ^^ 
Hs.44077 alpha-parvln 



1.70 



1.70 



Hs.1103 transforming growth factor, beta 



Hs.159161 Rho GDP dissociation inhibitor fGDh ainha 

Us -icorkoo l . — ^ ' 



■13.153028 cytochrome b-561 



Hs.279562 myelin transcription factor 1 
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Table 4 



Differentia] Gene Expression in Chemokinesis vs Fugetaxis SDF-1 Gradients 



-9.57 
-8.17 



Hs.15075 hypothetical protein DKFZp434"£2216~ 



-7.B0 
-6.94 



lHs.78409 collagen, type XVIII, alpha 1 



-6.69 



hs.1561 15 potassium voltage-gated channel, KQT-like subfamily, 7 



-6.20 



-6.13 



-6.13 



-6.00 



-5.85 



-5.76 



-5.54 



-5.45 



-5.33 



-5.30 
-5.29 



Me ft*?*? > : — ~ « ' i»w &uuidm»y, mem per l 

h! of If I " n i Characi !" 2eJ Hematopoieti c stemprogenitor cel ls protein MDS026 



L ! "'^en-activating protein kinase kinase kinaleT i^? 



Hs,74047 ele ctron-transfer-flavop rotein h^ta P ntvpop t ^ r 



Hs.14142 nuoix (nucleoside diphosphate linked moietv X)-type motif 2 



hs.78146 plateletendothelial cell adh esion molecule (CPsTa^^ 



Hs.283404 organic cation transporter 



Hs.76845 phosphoserine phosphatase-l 



Hs.82985 collagen, type V. alpha 2 



gb:M24666.1 / D tK^Human la rearranged H-cha in V-reoion mRMA tt m iumi 

Hs.3743 matrix metall oprotelnase 24 fmemb.^n J! * ( °^ JH4) ' C0mplet9 

t-lr- 4CCCCO *■**»»- ' 1 ' 



Hs.1 65662 KIAA0675 gene product 



-4.87 



-4.86 



Hs.2399 matrix metalloprotein ase 14 (mem brane-inserter 

He RJJ/IOC tTVkl L. : i: . "" — ttt ' 



-4.83 



Hs.58435 FYN-binding protein (FYB-12Q13Q) 



-4.59 



Hs.93597 cycl in-dependent kinase 5, regulato ry subunit 1 (n^\ 



-4.47 



hs^26581 COX1 5 (yeast) homoiog. c ytochrome c oxidase assembly ^ 
ris. uiip^ vanin 2 ~ J ~ ~™~ — - — ■ — 



-4.41 



-4.39 



-4.36 
-4.29 



Hs.306781 Homo sapiens cDna: FLJ21535 fis. clone coi nfiiriY 



-4.26 



it HI "T 'I' 16 " 5 mK r ; ^ DK ^P^O0122 (from done DKFZp564O0l22 ) 
MS.168737 ESTs. Hlnhlv similar tr> OA a n uiiu ah f,m lt ^, . r 1 



-4.25 



-4.16 



Hs.287912 lectin, mannose-blndlng, 1 



1.13 
t.11 



Hs.1 58241 KIAA0507 protein 



Hs.293334 ESTs 



-4.05 



*. H+ transport ing, lysosomal (vacuola r nrntnn n„m P ) 

I rf>nalrrrn«e.Mm n i« M n . . . — — - — 



u „ ftftrta"^ 1 , J ' \'"v>^"iai piut oii pump; aKU 

pS^rgr ^'^-" ""P'^nUng rod er,, repal r decency, comp lemerit a,, 0 n group 2 (xeroderma ' 



-3.98 



^02^ Hs.1 1 135 major h istocompatibility complex, class ti dm atnh* 
-3.99 lUe> rv i ; rrr^rr : r-*- — : — H 



Hs.41693 Dn aJ (Hsp40) homoiog, subfa mily B. member a 

We 7H7Q ^tr^t.rfk. ^ * ; i . . ^ 



-3.97 



Hs.73172 growth factor independent 1 



WARMNG Ef^'^l^ff ptenc Sll "" ar lo AL U8.HU MAN ALU SUBFAMILY SX fefcUUhNCE CONTAMINATION 



" 3 - 95 Hs. 197335 plasma glutamat e carboxypeptidase 

-3.93 nh'MOitf.',-. 5 'r»_i * T ~- — — 



Hs.1 12751 KIAA0892 protein 



— .„ ~... q w- . '-mioim v-ictjiwi mr^iMA (u- 

sapiens cDIMA FU13833 fis, clone THYRQ 1 000676 

892 nrntpin ' ' " 




,. -.332381 hypothetical protein MGC4645 

Ihs.225939 sf alyHransferase 9 (CMP-NeuA clactosvlceram)ri 

HS.1 80686 nhinni'fln r»r«* Q l„ I Iaa-m M A /I „r T 



'ms.264 GS2 gene 



> al y«ransTera 5e 9 (CMP-NeuAcxIacto s ylce ramlde atoha-2 ^l^i^ ^^.... «», - v - |tln - n 

ublc^in protem « 9 ase E3A (human PaP l, l0 m a Vn. PH-assoc.a.ed orotem. 



Hs.48269 vacania related kinase 1 
Hs.1 875 hypothetical protein FU21 



Hs.11127 PET112 (yeast homologHike 



-3.59 



44865 lymphoid enhancer binding factor-1 



-3.55 



^e^u ^ mu8cular fF SHD) genQ region p424 fan ^ m ^ n ^ t 

hs.5378 spondln 1, (f-spond>n) extracellular matrix protein *~ : ^ - 



u ii70>( ' — ' 1 ' / ^ owmuwi mautx protein 

|ns.ii7242 meningioma expr essed antigen 6 (colled-coil prolir^rjchT 



^106650 hypothetical protein FU20533 
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-3.50 



-3.48 



-3.46 



-3.44 



-3.44 



-3.44 



-3.43 



-3.43 



Hs.279862 cdk inhibitor p21 binding protein 
Hs.8173 hypothetical protein FLJ1 0803 



Hs.86178 M-phase phosphoprotein 9 



Hs. 2Pw4 N-oeacetylaseN-suffotransferase (heparan glucos amine \ 
Hs. 168586 NCX protein — 



Hs.73980 troponin T1, skeletal, slow 



Hs.237323 N-acetyiglucreamine-phosphate mutase 



Hs. 132560 hypothetical protein FLJ10312 



-3.37 



Hs. 18401 9 Homo sapiens clone 23551 mRN A sequence 



-3.32 



Hs. 121 128 BCR downstream signaling 1 



-3.29 



Hs.262869 plasmlnogen-IIke 



-3.29 



Hs. 12921 8 K1AA1074 protein 



-3.24 



Hs.47344 advillin 



-3.17 



-3.17 



-3.17 



-3.15 



-3.15 



-3.13 



-3.12 



-3.11 



-3.11 



-3.11 
-3.10 



Hs.223014 anlizyme Inhibitor 



^SSgg Ufluanvla ' 6 & B fa ' nonalnureflc pepMde re ^' B I 



Hs.2Q137 hypothetical protein DKFZp434P0116 



Hs.1 55049 hypothetical protein FU11282 



Hs.120769 Homo sapiens cDNA FU20463 fis, clone KAT06143" 



( ° rCySie,neJ Pr ° te?nase mhibitor ' F <W antlpl asm,n, p.gment epithelium derived 



Hs.7426 KIAA0841 protein 



Hs.61712 pyruvate dehydrogenase kinase, isoenzyme 1 



Hs.1 10796 SAR1 protein 



(FGAR amidotransfera se) 

Hs. 14286 flavin containing mono oxygftnaRP <; ■ — 

c-toon i_! . — • 



-3.08 



-3.06 



Hs.61269synaptojanin2 



Hs.23796 od z (odd Ozten-m, Droso philal homolog 1 



-3.03 



Hs.249216 H2B hlstone family, member .1 



-3.03 



Hs.6179 DEADH (Asp-Giu-Ala-AspHis) box polypeptide 17 (72k5T 



-3.03 
-3.03 



Hs.1 0491 6 hypotheUcal protein FU21940 



Hs.184523 KIAA0965 protein 



-3.02 



-3.01 



'waring 



-2.99 
-2.99 



Hs.9192 Homer, neuronal imme diate early gene. 1B 

Wc OOftQTM DAQio ■ ■ 



Hs.296371 RAB28, member RAS onc ogen fo^k 

Rq4QQQA Wnmn^^; „i »«,r>~ . =tt- 



-2.98 



sapiens, clone MGC:10871. mRNA, compleTi^dT 



-2.97 



Hs.305960 hemoglobin, gamma A 



-2.94 



Hs.29189 ATPase, Class VI, type 11A 



-2.94 



Hs.1 09526 zinc finger protein 198 



C, ° ne RP1 - 23 0 ^' °" ^SSSSi 6. Contains an acidic calponin 3 



-2.93 
-2.93 



Hs. 279803 hypothetical protein DKFZp566H0824 



Hs.26899 KiAA0285 gene product 



-2.92 
-2.92 



Hs.325530 KIAA1067 protein 



Hs.2^7280 U6 snRNA-associated Sm-like protein" 



-2.91 



-2.90 



-2.89 
-2.89 
-2.88 



r ._,_ gene product 

Hs.79993 peroxisomal biogenesis factor 7 



Hs.1 09655 sex comb on midleg (Drosophila)-like 1 



Hs.13501 pescadillo (zebrafish) homolog 1. containing BRCT domW 



Hs.86178 M-phase phosphoprotein 9 



Hs.79170 KIAA0227 protein 



-2.66 
-2.86 



-2.84 
-2.84 



Hs.44697 ATPase, Class V, type 10C 



Hs.1 6069 protease, cysteine, 1 (legumaim 



Hs.211933 collagen, type XIII, alpha 1 
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-2.81 



-2.81 



-2.80 



Hs.20019 hemochromatosiT 



^^^^^^XX ^^^^ stains the * part of 
gene for a protein stmilar to C. eiegans B0035 1 9 P < slmIla ' »° mouse Ceterl, rat MEGF2), a novel 



Hs.221040 HBS1 (S. cerevisiae^lki" 



-2.79 



-2.79 



-2.78 
-2.77 



Hs.292998 ESTs 



Hs.38783 SKMike 



Me i7A<oc i — =-: — -. >- - rv MciauYcoiiuioir associated prote r 



-2.77 



Hs.23585 K1AA1Q78 protein 




-2.51 



-2.49 
-2.49 



-2.49 



-2.49 



-2.48 



-2.48 



-2.47 



-2.47 



-2.45 



-2.44 



-2.43 
-2.42 



Hs.73742 ribosomal protein, large, P0 
Hs.12533 Ho mo sapiens clone 23705 mRNA ^imn, a 

He n ~* M .. .. 



Hs.271926 ser ologically defined colo n canrer ^ZTTZ 

Mc nrM^l. 1 i . " _ .— : — — ' ■ . 



u!; M6 !l P !. 0tei " tVrQStne phosphatas e ' receptor type. N dqIv^h^T - 



Hs.222308 hypothetical protein MGC3329 



Hs.966 coflin 



Hs.158205 basic leucine zipper nuclear factor 1 (JEM-lf 



Hs.271699 polymeras e (DNA directed) iota 

Ur cnVu — r- : — - — 



Hs.5131 hypothetical protein FLJ20654 



Hs.237849 ESTs 

Hs . 3 2942 phosphoinosiUde-3-kinase, catalyUc. gamma polypeptide ' 
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-2.42 
-2.42 
-2.38 
-2.38 
-2.38 
-2.37 
-2.37 
-2.37 
-2.35 
-2.35 
-2.35 
-2.35 
-2.34 
-2.34 
-2.34 
-2.34 
-2.34 

-2.33 


Hs .40202 lymphoid-restricted membrane protein 

Hs. 188710 ESTs 

Hs.1 7200 STAM-like protein containing SH3 and ITAM domains 2 

Hs.170279 tissue factor pathway inhibitor (lipoprotein-associated coaaulation inhibitor) 

Hs.36972 CD7 antigen (p41) " ■ - ■ 

Hs.1 01299 cullin 5 ■ 

Hs.2558 bone gamma-carboxyglutamate (gla) protein (osteocalcin) ~~ ~ 

Hs.272572 hemoglobin, alpha 2 

Hs.8291 9 culJin 2 ■ 

Hs.1 71 558 sex comb on midleg (Drosophila)-like 2 " " 

Hs.95907 multiple inositol polyphosphate phosphatase 1 " " 

Hs.210431 Homo sapiens mRNA; cDNA DKFZP434N144 (from rJnrm ro^n^^im* 

Hs.1 1494 fibulin 5 — — — — 

Hs.25155 neuroepithelial cell transforming gene 1 " ~~ ~ 

Hs.78146 piateletendothelfal cell adhesion molecule (CD31 antlqen) — 

Hs.23642 protein predicted by clone 23627 ~ 

^S^^S^SS^^ fls ' clone HbP12630 ' hi8hly shni,ar ,0 H8ZNra7 Ho ™ 

Hs.5022 imprinted in Prader-Willi syndrome " — — — 


-2.32 
-2.32 

-2.31 


Hs.78946 cullin 3 — 

PROTEIN 83 m ° SaP,6nS CDNA FU13496 ^ 0,006 PL * CE1004471 . weakly similar to ZINC FINGER 
Hs.223241 eukaryotJc translation elongation factor 1 delta (guanine nucleotide exchano* nrntTi^) 


-2.30 
-2.30 

-2.30 
-2.28 
-2.26 
-2.26 
-2.26 
-2.25 
-2.25 
-2.25 
-2.25 
-2.24 
-2.23 
-2.22 


hs.1 a4l48 v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 " 

comptete cdl /DEFaH ° m ° $aP,enS KnJ PP el * associated fao * containing gene product SSX3 (SSX3) mRNA, 

Hs. 86434 hypothetical protein FU2181 6 " "™ 

Hs.1 75941 B-cell receptor-associated protein BAP29 — — ' " 

IHs.96264 alpha thaiassemiamental retardation syndrome X-linked (RAD54 (S. cerevisiae) homolog 1. 

ns./o^i solute earner family 16 (monocarboxylic acid transporters), member i " ' 

Hs.69559 KIAA1098 protein ~ ~" — 

Hs.23964 sln3-associated polypeptide, 18kD ~~ ■ 

Hs.94376 proprotein convertase subtilisinkexin type 5 ■ 

Hs.62187 phosphatidylinositol grycan, class K " — 

Hs.272534 Homo sapiens mRNA; cDNA DKFZp564J062 (from clone DKFZp564J062) " 

Hs. 74861 activated RNA polymerase II transcription cofactor4 ~ 

Hs. 306602 Homo sapiens cDNA FLJ11514 fis, clone HEMBA1002229 " ™ 

Hs.279777 hypothetical protein " ~ — 


-2.21 
-2.19 
-2.18 
-2.18 
-2.17 
-2.16 
-2.15 ( 
-2.15 1 
-2.14 1 
-2.14 ? 
-2.14 ? 
-2.14 h 
-2.14 F 
s 

-2.13 I- 
-2.12 I- 
-2.12 I- 
-2.11 F 
-2.11 h 
-2.10 H 
-2.10 H 


Hs.797 nuclear transcription factor Y. aloha " " — 

Hs.77868 ORF ~ — — — 

Hs.1 02456 survival of motor neuron protein interacting protein 1 " ' 

Hs.234265 DKFZP586G011 protein ~~ " 

Hs.1 17313 Meis (mouse) homolog 3 

Hs.1 55140 casein kinase 2, alpha 1 polypeptide " 

3_b.NM_O31206.1 /DEF=Homo sapiens hypothetical protein FU12525 fFLJ12525) mRNA 

-ls.100914 hypothetical protein FU10352 : 

Hs.1 5791 transmembrane 7 superfamiiy member 1 (upregulated in kidney) " — 

Hs.75694 mannose phosphate isomerase ~ 

ls.278985 hypothetical protein " ' ■ 

Hs.1 42570 Homo sapiens clone 24629 mRNA sequence 

ls.237146 hypothetical protein FU12752 — ■ — 

fs.279902 cofactor required for Spl transcriptional activation, iubunfi 9 myr>) 

fs.o 1553 tousled-like kinase 2 ~ 1 ■ 

ls.1 66733 leucylcystinyl aminopeptidase " 

is.1 14408 tolHike receptor 5 — 

s.1 19023 SMC2 (structural maintenance of chromosomes 2 veash-like 1 

S.22182 zinc finger protein 23 (KOX 16) ' ' 
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Differential Gene Expression in Chemokinesis vs Fugetaxis SDF-1 Gradients 



-2.08 



-2,07 



-2.06 



-2.06 



-2.05 



-2.05 



-2.04 



Hs.2815 POU domain, class 6, transcription 



Hs.62065 inte rteukin 6 signal transducer (g P 130, oncostatin M receptor) 

l?.^! 6 ? 5 ?' 1 /DEFgHomo sa P >e ns sp'ndnn-like protein 2 (SPIN2) mRNA . complete 
Hs.306613 Ho mo sapiens cDNA FU11740 fis. clone HEMBAmnsfinn 

u*. <nccoo U.-.H ' . ... — 



Hs.105633 hypothetical protein FU10583 



Hs.82143 E74-hke factor 2 (ets do main transcription fartnrt 

Ue ArxCACi » t ■ . ' 



Hs.43549 uncharacterized hematopoietic stemprogenitor cells protein MDS029~ 



Hs.283709 Gpopolysaccharlde specific re sponse-7 protein 

Lie- ncoflQ U. i . _. „. . . ~ 



-2.03 



Hs. 126903 hypothetical protein FU12994 



-2.02 



Hs.5997 hypothetical protein FU13078 



-2.02 



Hs.202695 Human soluble CD44 ( C D44) mRNA, wit h exon v9 exte nsion, partial cds 
Hs.42785 DC1 1 protein — - 



-2.02 



-2.01 



gb:NM_031268.1 /DEF=»Homo sapiens PRO0461 prote in fPRO04fill mPktA ' 
Hs.300741 sorcin "" : - 



-2.01 



-2.00 



-2.00 



Hs.91 165 hypothetical protein 

Hs.24485 chondroitin sulfate proteoglycan 6 (bamacan) 



t — a ■ j ■ ■ v ^unioi^i i i f 

Hs.311 phosphoribosyl pyrophosphate amidot ransferasQ 




-1.97 



-1.96 
-1.96 



• — au im pwicui 

Hs.iazzs UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypepUdeT 



Hs.234757 Hu man lipocortin (LIP) 2 pseudogene mRNA, com plete rts-flke'rioloTr 



r^f pll^»Tf PN ^ S9quen ?l rom clone RP5-843L14 on chromo some 20. Contains ESTs STSs and 

PrP^X) Sene 5 P3rt ° f 3 96ne f0f 3 n0Vel P rcte[n sMar * linked tS^SSLn 4 




-1.94 



-1.94 



Hs.12835 A kinase (PRKA) anchor protein 7 



-1.94 



-1.94 



-1.93 



1.91 



1.91 



-1.91 



-1.90 



-1.90 



-1.90 



Hs.97681 DNA (cytoslne-5-)-memyltransferase~2 



Hs.1592 C0C16 (cell division cycle 16. S . cerevisiae. homology 

Up -so c con lj t .... : „ . . . ■: . ■ - — — SI 



Hs.325520 Homo sapiens IMAA mRNA for hLAT1-3TM, complete cds 



Hs.20447 protein kinase related to S. cerevisiae STE20, effector for Cdc42Hs ' 



Hs. 155995 KIAA0643 protein 



Hs.4310 eukaryotic translation initiation factor 1A 



Hs.20952 Homo sapiens clone 24411 mRNA sequence 



Hs.16951 DKFZP586P2219 protein 



Hs. 158205 basic leucine zipper nuclear factor 1 (JEM -1) 

H<* nlainmnmUt* a " 



Hs.14968 pleiomorphic adenoma gene 1 



-1.89 



Hs.33363 DKFZP434N093 protein 



.89 



-1.89 
-1.89 



Hs.300684 c alcitonin gene-related peptide-receptor com ponent protelrT 
Hs.265561 CD2-associafed protein ' 



Hs.81452 fatty-acid-Coenzyme A ligase, long-chain 4 
Hs.1 09526 zinc finger protein 196 " — 



Hs.179507 KIAA0779 protein 



-1.86 



Hs.16079 hypothetical protein FLJ10233 



Hs.1 1699 3-hydroxy-3-methyiglutaryl-Coenzyme A reductase 



-1.86 



Hs.1 581 95 heat shock transcription factor 2 



-1.86 
-1.85 



Hs.1 241 26 Homo sapiens done 24438 mRNA sequence 



Hs.287391 Homo sapiens chromoso me 19, cosmid F23269 

Lie OOQOQC _i -* . "' ~: — —. : ■■■ 



Hs.288986 survival of motor neuron 1, telomeric 
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-1.85 
-1.85 

-1.84 
-1.84 
-1.84 


Hs.54697 Cdc42 guanine exchange factor (GEF) 9 

Hf -239106 solute earner family 3 (cystine, dibasic and neutral amino acid transporters activator of cvstine 

dibasic and neutral amino acid transport! member 1 «*n 5 puners, acuvator oi cystine, 

Hs. 11 7852 ATP-binding cassette, sub-family D (ALD), member 2 ' 

Hs.301 114 zinc finger protein 79 (pT7) " " : 

Hs.2851 07 hypothetical protein FLJ1 3397 " ' 


-1.84 
-1.84 
-1 .84 
-1.84 

-1.83 

-1.83 

-1.83 

-1.83 

-1.83 

-1.83 

-1.83 

-1.81 

-1.81 

-1.81 

-1.81 

-1.81 

-1.80 

-1.79 

-1.79 

-1.79 

-1.78 

-1.73 


Hs.50579 hypothetical protein FU20718 ' — — 

Hs.44856 hypothetical protein FLJ121 1 6 ~~~ — ■ 

WARNWG i^Y W H.sapten? ar * ALU1 - HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION 

Hs.9884 spindle pole body protein ■ 

Hs.170198 KIAAO009 gene product ™ " j 

Hs. 1 1 1 244 hypothetical protein — 

Hs.75692 asparagine synthetase ~~ ~~ " 

Hs.72160AND-1 protein " 

Hs.324275 Homo sapiens mKNA; cDNA DKF2p434D21 1 1 (from clone DKFZd434D?1i <n " 

Hs.126779 KIAA0752 protein ~ * ~ LLL 

Hs.1 84245 KIAA0929 protein Msx2 interacting nudear target (MIND homoloa ™ " 

Hs.1 18174 tetratricopeptide repeat domain 3 - — 

Hs.29131 nuclear receptor coactiva tor 2 " " ■ 

Hs.22559 KIAA0197 protein " " - 

Hs.1 36644 CS box-containing WD protein "~ — 

Hs.1 74795 PDZ domain -containing guanine nucleotide exchanqe factor I "~ 

Hs. 1 22607 B-cell CLLIymphoma 9 — " — 

Hs.78935 methionine aminopeptidase; e!F-2-associated p67 ~~ — 1 

Hs.43946 L1 3 protein ~ 

Hs.1 540 nudear matrix protein p84 ™ """" ~ 

Hs.8117 erbb2-interacting protein ERBIN ~~ — 


-1.78 

-1.78 

-1.77 

-1.77 

-1.76 

-1.76 

-1.76 

-1.76 
-1.75 
-1.75 
-1.75 
-1.75 
-1.74 
-1.74 
-1.74 
-1.74 
-1.74 
-1.74 

-1.74 I 
-1.73 I 
-1.73 \ 
-1.73 > 


Hs.279851 hypothetical protein FU10241 ~ ~~ 

Hs.82664 ETAA16 protein " " 

HS.279819APR-1 protein — — 

Hs.1 18738 KIAA0800 gene product ~ " — - 

Hs.1 18978 KIAA0256 gene product " — "~~ ■ 

Hs.1 11373 KIAA0423 protein ' ' 

Hs.22549 hypothetical protein FLJ12799 " ' — ~~ — 

Hs .78221 c-myc binding protein ~~ — — 

Hs. 1 80324 YY1 -associated factor 2 " — — 

Hs.325667 TMTSP for transmembrane molecule with thrombospondin module 

Hs.6371 5 Sjogren syndrome antigen B (autoantigen La) " ■ 

Hs.6241 phosphoInoslHde-3-kinase, regulatory subunit, polypeptide 1 (p85 atonal 

Hs.1 2741 6 synaptojanin 1 — — 

Hs.236642 3-hydroxyteobutyryt-Coenzyme A hydrolase " ~ 

Hs.301800 Homo sapiens cDNA FLJ11568 fis, clone H EM BA 1003278 " 

H ?. s 2 ? ?7 i 2 Human DNA se( l uence from clon e 581 F1 2 on chromosome Xq21. Contains Eukaryotic Translation 
nitiation Factor EIF3 P35 Subunit and 60S RIbosomaJ orotein L22 oseudooenes ShSnT Trans,atlon 

Hs. 30057 transporter similar to yeast MRS2 " 

Hs.79078 MAD2 (mitotic arrest deficient, yeast. homolog)-like 1 " 

Hs.180919 inhibitor of DNA binding 2 t dominant negative helix-looD-helbc orotein ~~ 


-1.73 r 
-1.72 r 
-1.72 t 
-1 .72 1- 


ls.154740 TBP-lnteractlng protein ' 

Hs.247309 succinate-CoA ligase, GDP-forming, beta subunit "' 

is. 180895 putative brain nucleany-targeted protein ' ■ — 

is.84560 hypothetical protein FLJ1 1795 ™ 

te.249495 heterogeneous nuclear ribonucleoprotein A1 " 


•1.71 h 
a 

-1.71 T 


^^mSm^t! n P°P rote,rvfelated Protein-associated protein 1 (alpha-2-macroglobulin receptor- 
ls.285848 K3AA1454 protein ~ " — 
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-1.71 
-1.71 
-1.71 


Hs.8198 zinc finger protein 204 ■ , 

Hs.7432 hypothetical protein FU1 0477 ~ 

Hs.301406 hVDothetfcal nrnteln PP-^ni ' " " — 


-1.70 
-1.70 


Hs.286027 etoposide-induced mRNA " 

Hs.293219ESTs ' ' " 
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FIGURE 7 
Table 5 

Differential Gene Expression in Medium vs Chemotaxis SDF-1 Gradients 

UP REGULATED IN CHEMOTAXIS COMPARED TO MEDIUM SDF-1 GRADIENTS 



78.70 



71.90 



54.36 
29.71 



Hs.99120 DEADH (Asp-Glu-Ala^AspHis) box polypeptide, Y chromosome 



22.20 



18.91 



16.39 
14.73 



Hs.80358 SMC (mouse) homolog, Y chromosome 



Hs.180911 ribosomal protein S4, Y-finked 

Hs .193145 ublgultin specific protea se 9, Y chromosome (Drosophila fat facets related! 



Hs.155103 eukaryoHc translation initiation factor 1A, Y chromosome 



Hs.1 55397 H omo sapiens mRNA; cDNA DKFZp564K143 (from done DKFZ p564K143T 
Hs.73931 major histocompatibi lity complex, class II dq hPta 1 ~ 

LI- firnon i-xr- a r^i . / « ~. I ." . ... . . — -■ 



13.49 
12.83 



Hs.99120 DEA DH (Asp-Glu-Ala-AspHis) box polypeptide, Y chrorr^sTrnl" 



Hs.177605 killer cell lectin-like receptor subfamily C, member 2 



10.71 



9.06 



7.34 



Hs.73931 major histocompatibility complex, class II, DQ beta 1 
Hs. 1 551 03 eukaryotic translation Initiation factor 1 A, Y chromos ome 

Hs.301636 peroxisomal biogen esis factor 6 " 

— - — 



6.76 



Hs.2014 T cell receptor delta locus 



6.19 



Hs.3195 smal l Inducible cytokine subfamily C. me mber 1 (lymphotactin) 

kle WBMB »>»...tt. .. — ■ i — 



6.08 



5.43 



Hs.326Q35 early growth response 1 
Hs.56336 protein kinase, Y4inked 



Hs. 194689 artemin 



5.04 



4.77 



fSS^^^^SSSST Ch ° ri ° niC S0 ™ t ° mam ™ tro P i " h °"™"* 1 (P'^enu, lactogen), clons 



4.73 



Hs. 194746 calcium channel, voltage-dependent, alpha 1G subunft 



4.53 
4.46 



Hs.279953 EH domain-binding mitotic phosphoprotein 



3.99 



gb:M32577.1 /DEF=Human MHC HLA-DQ beta mRNA, complete cds. 
Hs.6691 splicing factor, afginineserine-rich 6 



3,95 



Hs. 1876 17 hypothetical protein FL J 13941 



3.59 



Hs.98614 ribosome binding protein 1 (d og 180kD homolog) 



3.56 
3.50 



Hs.1447 glial fibrillary acidic protein 
Hs.279891 truncated calcium binding protein 



3.45 



3.42 



3.36 
3.33 



3.31 



3.30 
3.16 



Hs.3071 05 Human DNA sequence from clone RP1 1-278J20 on chromoso me 6 Contains ESTs STSs ann 
GSSs. Contains an RBBP4 (retinobiast oma-binding protein 4) gs^o^^S ^^ n^lns 
Hs.21 1280 ESTs, W e akly similar to WN7 A.HUMAN WNT-7A PROTEIN PREnX ^nT^ 6 " 8 

Hs. 1 &4P1 5 ?inr ftnnar nrwtaln V 11^1-.^ K 



Hs. 1 8491 5 zinc finger protein, Y-llnked 

Hs. 79706 plectin 1 , Intermediate filament binding protein. 500kD 



Hs.2352 adenylate cyclase 2 (brain) 



Hs.79019 baculoviral IAP repeat-rantalnlng 1 



Hs.75842 dual -specificity ryroslne-(Y)-phosphorylation regulated kinas e 1 A " 
Hs.6363 heparan sulfate 6-O-sulfotransferase — — 



3.06 
3.05 



Hs.3071 87 H.saplens mRNA for soluble delta TCR 



Hs.73742 ribosomal protein, large, P0 
Hs.73078 deleted In azoospermta-like~ 



2.96 
2.95 



Hs.306425 Homo sapiens mRNA for KIAA1417 protein. partja TcdT 
Hs. 24921 6 H2B histone family, memberJ 



2.91 
2.90 



2.87 



2.85 



Hs.36972 CD7 antigen (p41) 
lHs.91103 Homo sapiens, Sim ilar to CG2245 gene product, clone MGC:4293. mRN A. compTele"^" 
Hs.274230 3-phospho adenosine 5-phospho sulfote synthase 2 



2.71 



Hs.46332 G protein-coupled receptor 6 



2.71 



2.64 
2.59 



gb:NM_030773.1 /DEF»Homo sapiens beta tubulin 1, class VI (TUBB1 )7mRNAT 
Hs.21486 signal transducer and activator o f transcription 1 9lkn ' 



£58 



Hs.1 03978 serinethreonfne kinase 22B (spermiogenesis associated) 
Hs.1 64960 BarH-like homeobox 1 : 



2.57 



Hs.62503 H.sapiens mRNA for 3UTR of un known protein 

Uf Oioftoo t ' ■ — . .r_T: ■■ ' — 



2.55 



Hs.319088 hypothetical protein FU10375 



2.49 
2.44 



Hs.1 84915 zinc finger protein, Y-linked 



Hs.37040 platelet-derived growth factor alpha polypeptide 



Hs.23965 solute carrier family 22 (organic anion transporter), m ember 6 
2.41 lHs.306618 Homo sapiens cDNA FLJ11930 fis, clone HEMBBT000441 — 
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2.40 



2.39 



2.35 



2.34 
2.31 



2.31 



2.28 



2,25 



2.25 



2.20 



gb:NM„030895.1 /DEF=Hom o sapiens hypothetical prote in FLJ14129 fFU14l2<a ™rma 1 
Hs.36972 CD7 antigen (p41) * ' " ^221£2h 



2.20 
2.19 



1 1 « ? 9nC9 from ctone RP1 - 18 C9 on chrom osome 20 Contains part of a novel aene 

s Imilar to acetyl-coenzyme A synthetase, a novel gene (locus D20S101) similar to Gamma 
gfutamyUranspep tidase (contains CCA trinucleotide repea t), a gene sim J 

Hs.2014 T eel) receptor delta locus — V " 



Hs.293205 ESTs, Weakly similar to BC39498 1 H.sapiens 



Hs.55481 zinc finger protein 165 



Hs.122764 BRCA1 associated protein 



Hs.299567 G protein-coupled receptor 44 



Hs.3838 serum-lnducible kinase 



Hs.79019 baculoviral IAP repeat-containing 1 



Hs.306797 Homo sapiens cDNA: FLJ21648 fis , done COL08469 

H.Q RH77 Unmn P^n^n* .dkia. ^r-»n — . ~~TL.. . ■ ■ 



Homo sapiens mRNA; cDNA DKFZp547E184 (from clone DKFZp547E184) 




1.85 



1.84 



1.81 



Hs.265018 hypothetical protein FU20635 



1.80 



1.80 



1.80 



1.79 



1.77 



1.74 



1.70 



Hs.76722 CCAATenhancer bindin g protein (CEBP), delta 

UoOCCn4QI..».ii i; ■ ... -. . 



Hs.239737 C-terminal binding protein 1 



Hs.33787 vinexin beta (SH3-conlainlng adaptor molecule-1) ' 

Ule- 07QCQ0 f*>TP u: I; ^> 



Hs.279582 GTP-binding protein Sara 



Hs.324728 SMA5 



Hs.44766 retinitis pigmentosa 2 (X-linked recessive)" 



Hs.288940 five-span transmembrane protein M83 



Hs.247043 ty pe 1 tumor necrosis factor receptor shedding amlno peptldaseTe^UiaT^T 
Hs.273099 Homo sapiens cDNA FLJ13712 fis, done PLACE2000394 
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DOWN 
-10.88 
-10.70 
-6.33 
-6.30 
-5.27 
-5.25 
-5.18 
-4.78 
-4.51 
-4.36 
-4.32 
-4.31 
-4.24 
-4.22 
-4.14 


REGULATED IN CHEMOTAXIS COMPARED TO MEDIUM SDF-1 GRADIENTS 

Hs.51 1 20 cathelicldin antimicrobial peptide " " 1 

Hs.73839 ribonucJease, RNase A family, 3 (eosinophil cationic protein) " 

Hs. 76845 phosphoserine phosphatase-Hke ~~ " " 

Hs.1 83362 hypothetical protein FLJ20535 ■ 

Hs.89535 bactericldalpermeability-lncreaslng protein 

Hs. 25477 hypothetical protein FLJ21044 similar to Rbipl ~~ ~~ ~ 

Hs.26319 KIAA0833 protein ~~ " — — — 

Hs.1 53952 5 nucleotidase (CD73) " 

Hs.4854 cyclin-dependent kinase Inhibitor 2C (p18, inhibits CDK4) ~ 

Hs.99863 elastase 2, neutrophil ~ " ■ — 

Hs.75498 small inducible cytokine subfamily A (Cys-Cys). member 20 — — 

Hs.18889 DKFZP434M183 protein ~ — 

Hs.1 58278 KIAA0509 protein ~ — — 

Hs. 84673 troponin I, skeletal, slow ~ — — 

Hs. 1 59900 G protein-coupled receptor 15 " ~ — 


-3.96 
-3.89 
-3.86 
-3.77 
-3.73 
-3.66 
-3.62 
-3.55 
-3.50 
-3.42 
-3.41 
-3.36 
-3.32 
-3.29 
-3.25 

-3.16 
-3.13 
-3.10 
-3.10 
-3.03 
-2.96 
-2.95 


Hs. 50748 chromosome 21 open reading frame 18 ~" 

Hs. 306434 Homo sapiens mRNA for LST-1N protein 

Hs.1 09438 Homo sapiens clone 24775 mRNA sequence ' " * 

Hs.99960 membrane-spanning 4-domains, subfamily A, member 3 (hematoDoietic ca(L«n A <*irt 1 

Hs.248085 insulin upstream factor 1 — " 

Hs.152251 frizzled (Drosophila) homolog 5 " ~* 

Hs.2481 1 5 growth hormone secretagogue receptor 

Hs.2257 vitronectin (senjm spreading factor, somatomedin B, complement S-protein) 1 

Hs.1 01 91 5 Stargardt disease 3 (autosomal dominant) ~" " ~~ 

Hs. 272795 hypothetical protein FU20359 " — 

Hs.6164 hypothetical protein FLJ 10698 "' — 

Hs.1 25783 DEME-6 protein ~" ~~ ■ 

Hs.278984 calcium binding protein 2 ~" 

Hs.1 54495 acetylcholinesterase (YT blood group) " 

Hs.306763 Homo sapiens cDNA: FLJ21442 fis. clone COL04429 hinhfv similar »n ucai^oqa u~ m ~ - — ; 

mRNA for hypothetical protein n,gniy Slm,,ar t0 H5A237 839 Homo sapiens 

Hs.286124 CD24 antigen (small cell lung carcinoma cluster 4 antigen) 

Hs. 1 378 annexin A3 ~ — 1 — __ 

Hs.949 neutrophil cytosolic factor 2 (65kD, chronic granulomatous disease, autosomal ?\ 

Hs.1 8653 ESTs ~ — ' 

Hs.1 06070 cyciin-dependent kinase inhibitor 1C (p57, Kip2) ' 

Hs.1 1 1867 GLI-Kruppel family member GLI2 " — 

Hs.20315 Interferon-induced protein with tetratricopeptide repeats 1 — 


-2.92 
-2.89 
-2.83 
-2.78 
-2.73 
-2.71 
-2.69 I 


Hs.31 71 69 hypothetical protein MGC1 071 5 ~ ~ ' ~ 

Hs. 26208 collagen, type XVI. alpha 1 — 

Hs.222153 ESTs, Moderately similar to archviliin H.saplens ' — "~ 

Hs.226396 hypothetical protein FU11126 ™" 1 

Us.581 1 6 homeo box A2 " ■ — 

4s.75608 tight junction protein 2 (zona occluders 2) ' — — 

Hs.21223 calponin 1, basic, smooth muscle ' 


-2.69 I 
-2.69 1 


Hs.251664 insulin-like growth factor 2 (somatomedin A) — ■ 

Hs.33084 solute earner family 2 (facilitated glucose transporter), member s 


-2.60 1 
-2.57 } 


Hs.241 053 ESTs — ■ 

-ls.2582 defensin, alpha 4, corticostatin ~ — — 


-2.56 T 
-2.56 r 


Hs.22972 hypothetical protein FLJ13352 

te.1 79747 ecotropic viral inlegration site 5 5 ■ — " 


-2.52 T 
-2.52 h 


te. 133342 Homo sapiens clone 24566 mRNA sequence 

te.239737 C-terminal binding protein 1 ' — 


-2.49 h 


ts.91 971 cAMP-regulated guanine nucleotide exchange factor II 


-2.48 h 
n 


M2B1 Homo sa P ,ens cDNA FU13511 r.s, clone PLACE1005331, highly similar to Homo sapiens 7h3 protein 
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-2.48 
-2.47 


Hs. 19520 FXYD domain-containing ion transport regulator 2 ~ ~ \ 

Hs.77643 FK506-binding protein 1 B (1 2.6 kD) ~~ ' 


-2.45 


Hs.1 9371 e complement component (3b4b) receptor 1 , including Knops blood otoud svstem 


-2.45 
-2.45 


Hs.296355 Homo sapiens cDNA: FLJ23138 fis, clone LNG08913 ~* 

Hs.19131 transcription factor Dp- 2 (E2F dlmerization partner 2) ~~ 


-2.45 
-2.43 


Hs.274463 defensin, alpha 1, myeioid-reiated sequence ~ ~~ 

Hs.1 12049 SET binding factor 1 — — . 


-2.43 


Hs.283664 aspartate beta-hydroxylase 


-2.42 

-2.37 
-2.35 


i i * .... , r ' WAU 1 ^ ,K »» woiie vj^juuoodo, nigmy similar to AJ0O1381 Homo saDiens 
Incomplete cDNA for a mutated allele »«f«wis 

Hs.287437 Homo sapiens cDNA FLJ11662 fls, clone HEMBA1 004629 ' 

Hs.21858 trinucleotide repeat containing 3 " 


-2.35 
-2.33 


Hs.23796 odz (odd Ozten-m, Drosophila) homolog 1 — _ 

Hs.282344 Homo sapiens cDNA FLJ13387 fis, clone PLACE1001 136 ~~ ~ 


-2.29 
-2.29 


Hs.83623 nuclear receptor subfamily 1 , group I, member 3 

Hs.31432 cardiac ankynn repeat protein — 


-2.29 


Hs. 93758 H4 histone family, member H " — ~ 


-2.28 




-2.24 
-2.24 


Hs.41716 endothelial cell-specific molecule 1 " ~" " 

Hs.307353 Homo sapiens Chromosome 16 BAC done CIT987SK-44M2 ~~ " 


-2.22 
-2.19 


Hs .1 06552 cell recognition molecule Caspr2 '~~ - — 


-2.16 


partialis 0 H ° m ° S3p,enS ,S0,ate donor N done N88K immunoglobulin kappa light chain variable region mRNA, 


-2.14 


Hs.93597 cydin-dependent kinase 5, regulatory subunft 1 (p35) ~~ 


-2.07 


Hs.283683 chromosome 8 open reading frame 4 ~ " ~ 


-2.01 


Hs.289056 ESTs, Highly similar to 1312232A kininogen L,high MW H.sapiens 


-1.99 


Hs.248190 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminvltransferase 4 fGalNAe-T4) 


-1.95 


ns.324730 glutathione S-transferase M1 ~ ~ " 


-1.95 


Hs.3628 mttogen-activaled protein kinase kinase kinase kinase 4 


-1.94 


Hs.181107 annexln A13 


-1.94 


Hs.66392 Intersectin 1 (SH3 domain protein) " 


-1.94 


Hs.3781 similar to murine leuclne-rich repeat protein — 


-1.90 


Hs.1 265 branched chain keto acid dehydrogenase E1, beta polypeptide (maple syrup urine disease) 


-1.89 
-1.86 


Hs.957 putative opioid receptor, neuromedin K (neurokinin B) receptor-like 

Hs.283330 hypothetical protein PR01843 " 


-1.82 
-1.81 


Hs.249727 hypothetical protein FLJ11798 " "" ~~ 

Hs. 82685 CD47 antigen (Rh-related antigen, integrin-associated sianal transducer) 


-1.79 


Hs.184860 CGI-203 protein ' 


-1.74 I 


-is.212587 Homo sapiens mRNA; cDNA DKF2p566M043 (from clone DKFZp566M043) 
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Table 6 

Differential Gene Expression in Medium vs Fugetaxis SDF-1 Gradients 

UP REGULATED IN FUGETAXIS COMPARED TO MEDIUM SDF-1 GRADIENTS 



45.94 


i is.uujju oivio \iuuu^tt/ iiuiiiuiuy, v cnrofnosorns 


42.44 


nt>. i ou» 1 1 iiuo5umai proiem o*r, YHinKSQ 


28.32 


ns.tfsi^u uhaum (Asp-uiu-Aia-AspHis) box polypeptide, Y chromosome 


13.76 


Hs. 155397 Homo sapiens mRNA; cDNA DKFZp564K143 (from clone DKFZp564K143) 


10.45 


Hs. 1931 45 ubiquttln specific protease 9, Y chromosome (Drosophlla fat facets related) 


10.07 


ns.iaoiuj euKaryotic translation initiation factor 1A, Y chromosome 


8.93 


n&. i o» i o cnerriuKine ^-ao-oj receptor 1 " " 


8.52 


ns.twit i ixii lecepior aeiia locus 


7.9 


Hs. 100000 S1 00 calcium-binding protein AS (calgranulin A) 


7.3 


ns.ayizu utAUM (Asp-Csiu-AJa-AspHis) box polypeptide, Y chromosome 


6.58 


Hs.3195 small Inducible cytokine subfamily C, member 1 (lymphotactln) 


6,36 


n&./ jw i major nistocompauDllity complex, class II, DQ beta 1 


6.02 


Hs. 751 84 chitinase 3-like 1 (cartilage glycoproteln-39) 


5.57 


ns./oaoo iransaucin (Deta)-iiKe 1 


5.25 


Hs. 194366 transthyretin (prealbumin, amyloidosis type I) 


5.1 


ns. iu#u iuu Cdiciunv-uindmg protein A12 (calgranulin C) 


5.07 


Hs.251419 Homo sapiens DNA sequence from PAC 845024 on chromosome 1p36.1-36.2. Contains a aene for 
Qnoiwwyc iuu!) iNuuudi rciDonucieoprotein hnknm LIKE protein ana four genes similar to Melanoma 
Preferentially Expressed Antigen PRAME and KIAA0014 Conta 


5.01 


Hs.156110 immunoglobulin kappa constant ~ ~~~ ■ 


4.97 


gb:AF262973.1 /DEF-Homo sapiens killer cell immunoqlobulin-like receDtor 3DM fKiR^ni 1\ mRMA 
KIR3DL1*00701 allele, complete cds. 


4.9 


Hs.326737 Homo sapiens, clone MGC:4655, mRNA, complete cds 


4.84 


Hs.50929 hypothetical protein FU1 3842 ~ 


4.72 


Hs.57975 calsequestrin 2 (cardiac muscle) 


4.54 


Hs.7358 hypothetical protein FLJ131 10 


4.51 


Hs.177605 killer cell lectin-like receptor subfamily C, member 2 


4.44 


Hs.79691 LIM domain protein ' 


4.33 


Hs.37142 ephrirv-A5 


4.31 


Hs.1 98396 ATP-binding cassette, sub-family A (ABC1), member 4 


4.29 


Hs.179665 cyclln-dependent kinase Inhibitor 1A (p21, Cip1) 


4.15 


Hs.8108 disabled (Drosophlla) homolog 1 


4.15 


Hs.54481 low density lipoprotein receptor-related protein 8, apolipoproteln e receptor 


4 


Hs.77436 pleckstrin 


4 


Hs.44278 hypothetical protein FLJ12538 similar to ras-related protein RAB17 


3.91 


Hs. 123030 Human kappa-lmmunoglobulin germline pseudogene (Chr22.4) variable region (subqroup V kaooa II) 


3.89 


Hs.2730 heterogeneous nuclear ribonucleoproteln L 


3.87 


Hs.7936 BAH -associated protein 2 " — • 


3.85 


Hs.1 12278 arrestln, beta 1 


3.82 


Hs.75573 centromere protein E (312kD) " 


3.82 


gb:NM_000961.1 /DEF=Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS) mRNA 


3.82 


Hs.79706 plectln 1 , Intermediate filament binding protein, 500kD 


3.8 


Hs.56336 protein kinase, Y-linked ~ ~ — 


3.79 


Hs.306691 Homo sapiens cDNA: FU20915 fis, clone ADSE00692 


3.76 


Hs.1 82740 ribosomal protein S11 


3.76 


Hs.9873 likely homolog of rat kinase D-lnteractlng substance of 220 kDa; KIAA1250 protein 


3.69 


Hs.199250 chloride channel 4 


3.66 j 


3b:NM_030615.1 /DEF-Homo sapiens kinesln-like 3 (KNSL3), transcript variant 1 mRNA 


3.66 I 


Hs.1 0235 chromosome 5 open reading frame 4 


3.62 I 


Hs.313951 ESTs " ' 


3.6 I 


Hs.294158 tryptase beta 2 : 


3.6 1 


Hs.3071 87 H.sapiens mRNA for soluble delta TCR 


3.57 I 


Hs. 1 32560 hypothetical protein FLJ1 031 2 


3.56 r 


Hs.272366 Homo sapiens partial IGVH3 gene for immunoglobulin heavy chain V region, case 2, cell E 172 


3.55 h 


Hs.8850 a disintegnn and metalloproteinase domain 12 (meltrin alpha) 


3.55 Y 


Hs.21486 signal transducer and activator of transcription 1 , 91 kD 


3.54 c 
Y 


b.AF263617.1 /DEF=Homo sapiens killer cell immunoglobulin-like receptor 3DL2 (KIR3DL2) mRNA 
CIR3DL2*00901 allele, complete cds. 
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3.53 


Uir> 4 CQQ1A ISI A A fti7Q nana nrnrti rr»t 

lis.i oyyi u isiaaui /o gens proauci 


3.52 


his. 2 50502 carbonic anhydrase VIII 


3.5 


Hs.2352 adenylate cyclase 2 (brain) 


3.5 


gb.lvio^iOf / .1 /utr- riuman mho mlm-uvj ueta rnr\iN/-\, compieie coo. 


3.48 


Hs .269926 Homo sapiens cuna. rLJ^i4*ti tis, clone uulu^44£ 


3.47 


ris.ioOiUo euKaryouc translation initiation ractor im, t cnromosorne 


3.45 


Hs. 171814 paratnymosin 


3.42 


Hs.203846 TEA domain Tamny memoer J 


3.42 


Hs.2142 5-hydroxyuyptamine (serotonin) receptor 3A 


3.38 


Hs.14642 chromosome 16 open reading frame 3 


3.38 


Hs.7672Z ccAATennancer Binding protein (utcr;, aena 


3.36 


Hs.6431 1 a disintegrin and metaltoproteinase domain i / (tumor necrosis Factor, aipna, convening enzyme; \ 


3.35 


rls.177961 Human Chromosome 10 uao cione ui ivof orv-A-ooou** s 


3.35 


Hs. 153985 solute carrier family 7 (cationic amino acid transporter, y+ system), member 2 


3.35 


Hs.1 37569 tumor protein 63 kDa with strong homology to p53 


3.34 


Hs.132942 GTPase regulator associated witn me tocai aanesion Kinase ppi40irAr\j, rM/wjo4 1 protein 


3.32 


Hs. 273962 AlM-1 protein 


3.31 


Hs.1 04624 aquaponn 9 


3.29 


Hs.12079 calsyntenin-2 


3.28 


Hs. 3261 98 transcription factor 4 


3.24 


Hs.1 27384 DKrZr554L#l 96 protein 


3.18 


Hs.257174 hypothetical protein rLJiuoui 


3.17 


gran ufy sin 


3.16 


HS. 171 596 cpnA2 


3.15 


gO.iNM UoU/fo.i /utr^riomo sapiens Deta tuouiin i, ciass vi udd ij, hi r\jx/A. 


3.15 


Hs.75137 KiAAUiyj gene product 


3.11 


natnuretic peptioe receptor /vguanyiate cyclase t\ ^auionciuiuieiit. pejjuue lev^epiui r\j 


O.l 


ns.io*»you Darrt-Hive nomeouux i 


3.09 


ns.ioiooi giuiamaie receptor, lonouupiu, *aiiiaie i 


3 07 


Wc A9119 intprlpi ikin 1 r^r^ntnr tvnp I 
nb.O^ I l& II lie I icUMl t i rcLcpiui , l^jjc i 


3.05 


Ule 9ft7fift9 Unmn eanionc /*nMA* PI 191474 fta rlnn» nOLn4T57 




PIS. louo^rO nypouieucoi proiem rLj£.uH*ta 




Ule 9n*l4 T roll roranlnr rlolta IrVHQ 

ns.4U i*t i cen recepior ueiia iuvu«> 


3 02 


Ht; 7*iR17 rotlaa^n tvtie IV aloha 2 


3 


Hs 58014 G protein-coupled receptor, family C, group 5, member C 


9 QQ 


ule iiRRQ<^ nnfaccliim \fnltanp-nstprl rhannpl ^nhfamilv mpmhpr 1 


O QQ 


Mc 947741 nrotnr^rfhprin nlnhn 9 
rl5.4**f f*r\ pfUlOCaUllcl II i alalia £ 


2.98 


Hs.13040 G protein-coupled receptor 86 


2.98 


HS.69319CA11 


2.98 


Hs. 146409 cell division cycle 42 (GTP-bindlng protein, 25kD) ! 


2.97 


Hs.79876 steroid sulfatase (microsomal), arylsutfatase C, Isozyme S 


2.96 


Hs.325722 frnmunoglobulin kappa variable 3D-15 


2.93 


Hs .284277 Homo sapiens Immunoglobulin mu chain antibody MO30 (IgM) mRNA. complete cds 


2.87 


gb:AF349720.1 /DEF=Homo sapiens magphinin beta (TRO) mRNA, complete cds. 


2.82 


Hs.79706 plectin 1, intermediate filament binding protein, 500kD 


2.79 


Hs.694 interfeukin 3 (colony-stimulating factor, multiple) 


2.79 


Hs.1 31 361 pyruvate dehydrogenase (lipoamlde) alpha 2 


2.74 


Hs.265848 similar to rat myomegalin 


2.72 


Hs.274230 3-phosphoadenosine 5-phosphosulfate synthase 2 


2.72 


Hs.306643 Homo sapiens cDNA FLJ13302 fis, clone OVARC1001357 


2.71 


Hs.1 53837 myeloid cell nudear differentiation antigen 


2.71 


Hs.621 lectin, galactoside-binding, soluble, 3 (galectin 3) 


2.69 


Hs.227751 lectin, galactoside-binding, soluble, 1 (galectin 1) 


2.69 


Hs.841 52 cystathionine-beta-synlhase 


2.69 


Hs.48778 niban protein 


2.68 


Hs.1 5831 5 interteukin 18 receptor accessory protein 


2.67 


Hs.8074 brain-specttic angiogenesis inhibitor 3 


2.66 


Hs.1 91 5 folate hydrolase (prostate-specific membrane antigen) 1 



Sheet 2 of 13 



WO 2004/053165 



47/65 



PCT/USZB03/038958 



FIGURE 8 



Table 6 

Differential Gene Expression in Medium vs Fugetaxis SDF-1 Gradients 



2.66 


Hs.24322 ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 


2.64 


Hs.18387 transcription factor AP-2 alpha (activating enhancer-binding protein 2 alpha) 


2.63 


Hs.11 8786 metallothlonein 2A 


2.62 


Hs.1 19571 collagen, type ill, alpha 1 (Ehlers-Oanlos syndrome type IV, autosomal dominant) 


2.59 


Hs. 10086 type I transmembrane protein Fn14 


2.59 


Hs.22599 atrophin-1 interacting protein 1; activin receptor interacting protein 1 


2.59 


Hs.8982 ESTs, Highly similar to KIAA1395 protein Hsapiens 


2.54 


Hs.235935 nephroblastoma overexpressed gene 


2.53 


Hs.44205 corttstatin 


2.52 


Hs.692 tumor-associated calcium signal transducer 1 


2.52 


Hs.31792 hypothetical protein FLJ11082 


2.52 


Hs.282693 ESTs J 


2.51 


Hs.223014 antlzyme inhibitor 


2.5 


Hs.96744 prostate androgen-regulated transcript 1 


2.5 


Hs.41696 keratin, hair, acidic, 1 


2.49 


Hs.184915 zinc finger protein, Y-linked 


2.46 


Hs.1 56346 topoisomerase (DNA) II alpha (170kD) 


2.48 


Hs. 123079 Glutamate transporter II variant BHBGT IIS {5 region) human, brain and spinal cord, mRNA Partial 
Mutant, 129 nt 


2.48 


Hs.74085 DNA segment on chromosome 12 (unique) 2489 expressed sequence 


2.47 


Hs.248189 keratin, hair, acidic, 6 


2.46 


Hs.76807 major histocompatibility complex, ciass n, un aipna 


2.46 


Hs.1 57429 SRY (sex determining region Y)-dox o 


2.46 


Hs. 274691 adenylate kinase 3 


2.42 


Hs.286079 spinocerebellar ataxia 8 


2.38 


ns.lUoi£4 Al"ase, ua ++ transporting, piasma rncinuiaiic o 


2.38 


rts.yuajii ryanoaine receptor £. ^caraiacj 


2.34 


rlS.oZiUI pieCKSinn nornoiogy-wi\.e aoinain, lamny r\, iiieiiiuct i 


2.3 


Hs. 88411 lymphocyte antigen 117 


2.29 


Lie rotinnhlnctnmn-hlnrlinn nrntpin ft 


■3 OQ 


Hs 301839 intracellular antigen detected by monoclonal antibody KI-1; Intracellular hyaluronan-binding protein 


2.28 


(I5.£y*t i do irypiase ueia £. 


2.28 


Ue *anAfY?fi malnr hictnrmmnAtlhlllhy rnmnlpy fJa^ II DR beta 5 

nSiOUOw&u ITlaJUl Mlill/WJIItJJoliUllllj WIM^ICA p waoo 11, wn> u&ia w 


£..£.1 


Me 19A7AQ alnhn-mptti\ylapvM~!nA ranpmase 


*> 07 


li c 77ono nrntpin Icinacp C beta 1 ' 


O 9fi 

e..£Xi 


Me K/i-dPi iniw rfpneitv tinnnrnteln recentor-related Drotein 8 aDoliDODrotein e receptor 




Me o*?fiRAO nnrinomir mrpntnr P9X linand-oafed ion channel 2 


2.25 


Hs. 78944 regulator of G-protein signalling 2. 24kD 


2.24 


Hs.8841 1 lymphocyte antigen 117 


2.24 


Hs.166186 chordin 


2.24 


Hs.284244 fibroblast growth factor 2 (basic) 


2.22 


Hs.77886 lamin AC 


2.22 


Hs.1 10637 homeo box A10 


2.22 


Hs.76136thioredoxin 


2.21 


Hs.89472 angiotensin receptor 1 


2.21 


Hs.7242 Homo sapiens mRNA full length Insert cDNA done EUROIMAGE 35907 


2.2 


Hs.201737 hypothetical protein FU 14050 


2.2 


Hs.24385 Human hbc647 mRNA sequence 


2.2 


Hs.1 54762 HIV-1 rev binding protein 2 


2.19 


Hs.1 59971 SWISNF related, matrix associated, actin dependent regulator of chromatin, subfamily b, member 1 


2.19 . 


Hs.62954 ferritin, heavy polypeptide 1 


2.18 


Hs.201776 zinc finqer. imprinted 2 


2.18 


Hs.272378 olfactory receptor, family 1 , subfamily A, member 1 


2.18 


Hs.280380 aminopeptidase 


2.18 


Hs.267819 protein phosphalase 1, regulatory (inhibitor) subunit 2 


2.17 


Hs.1 051 1 5 absent in melanoma 2 


2.16 


Hs.121084 eppin-3 


2.16 


Hs.293205 ESTs. Weakly similar to BC39498 1 H.sapiens 
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2.15 


Hs. 97084 IvrnDhocvte antiaen 94 (mouse) homoloa factivafina NK-re»ppnfnr • MK-nAR\ 


2.15 


Hs.93728 pre-B-cell leukemia transcription factor 2 "" " """ 


2.14 


Hs 89394 POU domain Class 1 tran^rrinHnn farfnr 1 fPiM nrmuth hnrmnna firtnr H\ 


2.14 


Hs. 246107 elonaation of verv lona chain fattv acids (fenifia2 fSUR^Fin'* voaen iitro o 


2.14 


Hs 226025 vacuolar Drotain sorlina 4.*iA fvoact hr\mnlnn\ 


2.14 


Hs. 69547 myelin basic protein 


2.14 


Hs 31 1 DhoSDhoriboSV! DVronho^ohatft amirJn^rancforaco 


2.13 


Hs.88411 lymphocyte antigen 117 


2.13 


Hs.287431 hypothetical protein FLJ11598 


2.13 


Hs.278486 olfactory receptor, family 1, subfamily E, member 2 


c. Jo 


Hs.8349 Apobec-1 complementation factor; APOBEC-1 stimulating protein 


2.13 


us. i /"43b pleckstnn 


2.12 


Hs.306955 Homo sapiens rab3 interacting protein variant 6 mRNA, partial cds 


2.12 


hs.bzi Dtgiycan 


2.11 


Hs. 288771 DKF2P586A0522 protein 


2.1 


Hs.225641 hypothetical protein FLJ13171 


2.1 


Hs.75825 pleomorphic adenoma gene-like 1 


2.09 


Hs.241570 tumor necrosis factor (TNF superfamily, member 2) 


2.08 


Hs.727 inhibin, beta A (activin A, activin AB alpha polypeptide) 


2.08 


Hs.1 84371 hypothetical protein FLJ12439 


2.08 


Hs.94210 eyes absent (Drosophila) homolog 1 


2.08 


Hs.306455 Homo sapiens mRNA; cONA DKFZp434K1126 (from clone DKFZp434K1126) 


2,07 


Hs.69049 tocopherol (alpha) transfer protein (ataxia (FriedreJch-llke) with vitamin E deficiency) 




Hs.i 81353 UDP-Ga!:betaG!cNAc beta 1,3-galactosyltransferase, polypeptide 2 




ns. i / ion aaenyiaie Kinase 2 


9 n^ 


Hs.84298 CD74 antigen (invariant polypeptide of major histocompatibility complex, class H antigen-associated) 




gb:K03226.1 /DEF=Human preprcurokinase mRNA, complete cds. 


2.04 


Hs.858 v-rel avian reticuloendotheliosis viral oncogene homoiog B (nuclear factor of kappa light polypeptide 
gene enhancer in B-celte 3) 


2.03 


ns.** i /u/ nedi snoctc £/ku protein o 


2 03 


na. \ dkj***¥o rwvMJO^u protein 




Hs. 64639 glioma pathogenesfs-related protein 


2.03 


ns.r fztwj o-nyaroxy-^meinyigiuiaryi-L»o enzyme a synthase 1 (soluble) 


2.03 


ns.oo**** liivj aoindin uniy ■* 


2.02 


ns. £oooo3 unci ear receptor suoramiry group r, memoer 2 


2.02 


na.oo/Do niui / protein 


2.02 


ns. iuio siiiaii proiine-r icn protein i o ^corninnj 


2.02 


Hs.306711 Homo sapiens cDNA: FU21216 fis, done COL00526 


2.02 


Hs.479 RAB5C, member RAS oncogene family 


2.01 


Hs .78672 laminin, alpha 4 


2.01 


Hs.164568 fibroblast growth factor 7 (keratlnocyte growth factor) 


2.01 


Hs.1 02471 KIAA0660 gene product 


2 ] 


Hs. 1432 12 cystatin F (leukocystatin) 


2 


Hs.29352 tumor necrosis factor, alpha-induced protein 6 


i 2 


Hs.1 53924 death-associated protein kinase 1 


2 


Hs.1 82575 solute carrier family 15 (H+peptide transporter), member 2 


1.99 


Hs.1 58330 neuropeptide Y receptor Y5 


1.99 


Hs.169246 melanoma antigen, family A, 12 


1.99 


Hs.6580 Homo sapiens cONA: FLJ23227 fis, done CAE00645, highly similar to AF052138 Homo sapiens clone 
23718 mRNA sequence 


1.98 


Hs.35101 proline-rich Gla (G-carboxyglutamic add) polypeptide 2 


1.98 


Hs.41270 procollagen-lysine, 2-oxoglularate 5-dioxygenase (lysine hydroxylase) 2 


1.97 


Hs.1 3046 thioredoxin reductase 1 


1.97 


Hs.2667 metallothionein 1H 


1.96 


Hs.1 481 histidine decarboxylase 


1.96 


Hs.100194 arachidonate 5-iipoxygenase-activating protein 


1.95 


Hs.41143 phosphoinositide-specific phosphollpase C-beta 1 


1.94 


Hs.1 66072 annexin A2 pseudogene 2 
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1.94 


Hs.295112 KIAA0618 gene product 


1.94 


— M24537B subtilis pheB, pheA genes corresponding to nucleotides 2017-3334 of M24537 (-5, -M, -3 
represent transcript regions 5 prime, Middle, and 3 prime respectively) 


1.94 


Hs,48778 nib an protein 


1.93 


Hs.29206 Homo sapiens clone 24659 mRNA sequence 


1.93 


gb:J04755.1 /DEF-Human ferritin H processed pseudogene, complete cds. 


1.92 


Hs. 306508 Homo sapiens mRNA; cDNA DKFZp762ul4io (tram clone ui\r£pro^ui4ioj 


1.92 


Hs. 13223 Homo sapiens mRNA full length Insert cDNA clone EUROiMAGfc oi3oo 


1.92 


Hs.21838 hypothetical protein FLJ11191 


1.91 


Hs.211585 6-phosphofructo-2-kinasefructose-2,6-blphosphatase 2 


1.91 


Hs.7358 hypothetical protein FLJ13110 


1.91 


Hs.195175 CASP8 and FADD-Iike apoptosls regulator 


1.9 


Hs.848 FK506-binding protein 4 (59kD) 


1.9 


Hs.2090 prostaglandin E receptor 2 (subtype EP2), 53kD 


1.89 


Hs.28B983 hypothetical protein FU21477 


1.89 


Hs.50947 T-bOX 5 


1.88 


Hs.217493 annexin A2 


1.88 


Hs.306322 Homo sapiens mRNA; cDNA DKFZp566D153 (from clone uKFZpooom 06) 


1.88 


Hs. 158688 KIAA0741 gene product 


1.87 


Hs. 282847 pregnancy specific beta-1 -glycoprotein 3 


1.87 


Hs.239764 /len=924 


1.87 


Hs.217493 annexin A2 


1.87 


Hs.217493 annexin A2 


1.86 


Hs.1521 Immunoglobulin mu binding protein 2 


1.86 


Hs. 18878 hypothetical protein FLJ21620 


1.85 


Hs. 3 02022 PR domain containing 16 


1.85 


erythropoietin receptor 


1.85 


Hs. 173451 metallothloneln 1G 


1.85 


nS.2932o6 sperm protein associaiea witn ine nucleus, a cnromu&uniw, laimiy iirshiuci r\i 


1.84 


Hs.180919 inhibitor of dna Dinoing z, aominam negauve neiix-ioop-neiix protein 


1.83 


Hs. 98303 caveolin 3 


1.83 


Hs.283725 nypotneticai protein rLJizozf 


1 .83 


ris.^/4ouy I ceil receptor gamma cunsidni £. 


1.83 


■ I _ oneiric Unmn ..nifinc mOM A ■ oHKI A nKC7n*?fi4l 109 /from rJonfi nKF7nfifv4L102^ i 

Hs.oUboUo homo sapiens mrciNM, cui\m urvr^psoti. i \num wunc ui\rt^dutLiutj 


1.83 




1 .83 


u, -trvTROfi 1 inD-i^al-holQntr'KIAr* Kola 1 4- nnlartnKvltran^farasa DOlVDeotide 5 


1 .82 


LI* 4 4 00RO> T r*e\\\ rar.ar\lnr rm mmo Inrrtic 


1.82 


Hs 195175 CASP8 and FADD-Iike apoptosis regulator 


1.82 


Hs.1 32781 class 1 cytokine receptor 


1.82 


Hs.326392 son of sevenless (Drosophila) homolog 1 


1.81 


Hs.77886 lamln AC 


1.8 


Hs.287445 hypothetical protein FU11726 


1.8 


Homo sapiens mRNA; cDNA DKFZp586D091 8 (from clone DKFZp586D0918) 


1.79 


intersectin 1 (SH3 domain protein) 


1.79 


Hs.272564 muscle disease-related protein 


1.79 


Hs 88474 prostaglandin-endoperoxlde synthase 1 (prostaglandin GH synthase and cyclooxygenase) 


1.78 


Hs.1 12259 T cell receptor gamma locus 


1.78 


gb:NM 031286.1 /DEF=Homo sapiens SH3BGRL3-like protein (SH3BGRL3), mRNA. 


1.77 


Hs.287388 histamine H4 receptor 


1.77 


Hs.21 1 556 hypothetical protein MGC5487 


1.77 


Hs.195175 CASP8 and FADD-Iike apoptosis regulator 


1.77 


Hs.248183 olfactory receptor, family 1, subfamily G, member 1 


1.77 


Hs.273294 hypothetical protein FLJ20069 


1.77 


KIAA0674 protein 


1.76 


growth arrest and DNA-damage-Inducible 34 


1.76 


Hs.1 1091 5 interleukin 22 receptor 


1.76 


Hs.102471 K1AA06B0 gene product 


1.75 


Hs.75825 pleomorphic adenoma gene-like 1 
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1.75 


Hs.61152 exostoses (multiple)-like 2 


1.75 


Hs.195175 CASP8 and FADD-like apoptosis regulator 


1.75 


Hs.194019 attractin 


1.74 


Hs.2200 perforin 1 (pore forming protein) 


1.74 


Hs.1334 v-myb avian myeloblastosis viral oncogene homolog 


1.74 


Hs.217493 annexin A2 


1.74 


Hs. 293934 major histocompatibility complex, class II, DR beta 4 


1.74 


Hs.1 42023 T cell activation, increased late expression 


1.73 


gb:NM 031283.1 /DEF=Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), mRNA. 


1.73 


Hs. 1 22939 /len=646 


1.73 


Hs.80758 aspartyWRNA synthetase 


1.73 


Hs.270010 KIAA0508 protein 


1.72 


Hs.1 69222 acrosomal vesicle protein 1 


1.72 


Hs.6654 KIAA0657 protein 


1.72 


Hs.73291 hypothetical protein FU10881 


1.71 


Hs.50964 carcinoembryonic antigen-related cell adhesion molecule 1 (biliary glycoprotein) 


1.71 


Hs.250615 cytochrome P450, subfamily IIA (phenobarbital-inducible), polypeptide 7 


1.71 


Hs.1 53445 Human mRNA for unknown product, partial cds 


1.71 


Hs.1 12259 T cell receptor gamma locus 


1.71 


Hs.272327 Homo sapiens mRNA; cDNA DKFZp434K0423 (from clone DKFZp434K0423); partial cds 


1.71 


Hs.76536 transducin (beta)-like 1 


1.71 


3-phosphoinositide dependent protein kinase-1 


1.71 


Hs.1 98281 pyruvate kinase, muscle j 


1.71 


Hs.1 77543 antigen identified by monoclonal antibodies 12E7, F21 and 013 


1.7 


Hs.195175 CASP8 and FADD-like apoptosis regulator 


1.7 


Hs.1 54868 carbamoyl-phosphate synthetase 2. aspartate transcarbamyiase, and dihydroorotase 


1.7 


Hs.289053 hypothetical protein FLJ12474 
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DOWN REGULATED IN FUGETAXIS COMPARED TO MEDIUM SDF-1 GRADIENTS 



-21.97 1 


-ls.323342 actln related protein 23 complex, subunit 4 (20 kD) 


-13.79 I 


Hs.78409 collagen, type XVIII, alpha 1 


-11.21 


Hs.46907 HEMK homolog 7kb 


-9.32 


Hs.1 5075 hypothetical protein DKFZp434E221 6 


-8.93 


Hs.93597 cycJIn-dependent kinase 5, regulatory subunit 1 (p35) 


-8.88 


Hs.85752 uncharacterized hematopoietic stemprogenitor cells protein MDS026 


-8.84 


Hs. 29222 zinc finger protein 76 (expressed in testis) 


-8.32 


Hs.53155 properdin P factor, complement 


-7.73 


Hs.289031 hypothetical protein FLJ11848 


-7.72 


Hs.76845 phosphoserlne phosphatase-llke 


-7.62 


Hs.279881 aipha 1 ,2-mannosIdase 


-7.44 


DOM-3 (C. elegans) homolog Z 


-7.43 


Hs.74047 electron-transfer-flavoprotein, beta polypeptide 


-7.38 


Hs.1 54797 KIAA0090 protein 


-7.32 


Hs.305960 hemoglobin, gamma A 


-7.3 


Hs.6051 KIAA061 6 protein 


-7.18 


Hs.25477 hypothetical protein FU21044 similar to Rbigl 


-7.05 


Hs.306434 Homo sapiens mRNA for LST-1N protein 


-7.03 


Hs.76289 blllverdin reductase B (flavin reductase (NADPH)) 


-7.01 


Hs.1 09441 hypothetical protein FLJ20707 


-6.51 


Hs.238679 Rag D protein 


-6.47 


Hs.38628 hypothetical protein 


-6.41 


Hs.3743 matrix metalloproteinase 24 (membrane-inserted) 


-6.33 


Hs.1 981 61 phospholipase A2, group IVB (cytosolic) 


-6.3 


Hs.306781 Homo sapiens cDNA: FU21535fis, clone COL06131 


-6.15 


Hs.205450 hypothetical protein FLJ22570 


-6.12 


Hs.1 55979 K1AA0295 protein 


-6.06 


Hs.1 21 42 WD repeat domain 13 


-6.04 


Hs.99603 hypothetical protein FLJ1 31 34 


-5.79 


Hs.226396 hypothetical protein FLJ11126 


-5.53 


Hs.23796 odz (odd Ozten-m, Drosophila) homolog 1 


-5.51 


Hs.306913 Homo sapiens cDNA: FLJ23564 fis. clone LNG10773 


-5.37 


Hs.279862 cdk inhibitor p21 binding protein 


-5.33 


Hs.8128 phosphatidylserine decarboxylase 


-5.32 


Hs.26045 protein tyrosine phosphatase, receptor type, A 


-5.13 


Hs.202955 hypothetical protein FLJ20507 


-5.01 


Hs.14142 nudix (nucleoside diphosphate linked moiety XHVpe motif 2 


^.97 


Hs.79340 PTH-responslve osteosarcoma B1 protein 


-4.96 


Hs.36977 hemoglobin, delta 


-4.92 


Hs.278483 H4 histone family, member E 


-4.9 


Hs.97176 hypothetical protein FLJ13906 similar to RING finger protein 


-4.9 


Hs.2399 matrix metalloproteinase 14 (membrane-inserted) 


-4.85 


Hs.78146 plateletendothelia! cell adhesion molecule (CD31 antigen) 


-4.8 


Hs.1 2820 SnRNP assembly defective 1 homolog 


-4.8 


Hs.1 29903 polymerase (DNA-directed), lambda 


-4.8 


Hs.7943 RPB5-mediating protein 


-4.78 


Hq FSTs 


-4.75 


Hs.325530 KIAA1067 protein 


-4.64 


Hs.1 97335 plasma glutamate carboxy peptidase 


-4.56 


Hs.6092 f-box and leudne-rich repeat protein 2 


-4.55 


Hs.1 59241 polycystic kidney disease 2-like 1 


-4.47 


Hs.99987 excision repair cross-complementing rodent repair deficiency, complementation group 2 (xeroderma 
pigmentosum D) . . 


-4.45 


Hs.1 55204 zinc linger protein 174 


-4.42 


Hs.11135 major histocompatibility complex, class II. DN alpha 


-4.39 


Hs.2001 7 chromosome 22 open reading frame 4 
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-4.39 
-4.31 
-4.28 
-4.28 

-4.22 
-4.2 
-4.19 
^.18 
-4 13 
-4.1 
-4.09 
-4.06 
-4.06 
-4.06 


gb:M24668.1 /DEF=Human Ig rearranged H-chain V-region mRNA (C-D-JH4) comolete cds 

Hs.156115 potassium voltage-gated channel, KQT-like subfamily, member 1 ' 

Hs.97574 exosome component Rrp41 ~~ — 

^l^^^ Lmm PROTEIN PHOSPHATASE ZA. 65 

Hs.300772 tropomyosin 2 (beta) ™ — 

Hs.283404 organic cation transporter — 

Hs. 103839 erythrocyte membrane protein band 4.1 -tike 3 — 

Hs. 101 874 mouse double minute 4, human homolog of; p53-bindina Drotein ' 

HS.J3818 KecQ protein-like 5 — 

Hs.121102vanln2 ~~ — — ■ 

Hs.22370 Homo sapiens mRNA; cDNA DKFZp564O0122 (from clone DKFZo 564001 22) ~ 

Hs.36 lymphotoxln alpha (TNF superfamily, member 1) 

M10098 Human 18S rRNA sequence, length 1969 bases, middle taraet bases 647^555 — 

Hs.79386 lelomodin 1 (smooth muscle) — 


-4.02 
-4.01 
-3.99 
-3.98 
-3.98 
-3.96 
-3.94 
-3.9 
-3.89 
-3.86 
-3.81 

-3.81 
-3.79 
-3.77 


Hs.110796 SAR1 protein * — 

Hs. 14286 flavin containing monooxygenase 5 ~ 

Hs.272108 ESTs ■ 

Hs.1 12751 KIAA0892 protein ' " " ~ — 

Hs.47822 Rho guanine exchange factor (GEF) 1 1 ~" " 

HS.90443NADH dehydrogenase (ubiquinone) Fe-S protein 8 (23kD) (NADH-coenzyme Q reductase) 1 

Hs.7426 KIAA0841 protein " ' 

Hs. 154085 leucine zipper protein 1 " " 

gb:NM_030925.1 /DEF=Homo sapiens hypothetical protein FLJ12577 (FU12577) mRNA 

Hs.102867 sodium-dependent high-affinity dicarboxylate transporter! ' 

^^!^^ssssr- Slmilar to ™ A polymerase ■ franscrtpuon teo,or rrn3 - done 

Hs. 1 19498 thyroid hormone receptor interactor 6 * 

Hs. 194148 v-yes-1 Yamaguchl sarcoma viral oncogene homolog 1 " 


-3.76 
-3.75 
-3.74 

-3.73 
-3.7 
-3.69 
-3.66 
-3.66 
-3 66 
-3.64 
-3.64 
-3.61 


Hs.277401 bromodomain adjacent to zinc finger domain 2A 

Hs.78921 A kinase (PRKA) anchor protein 1 ' ■ 

Z£!S£SXZSZ^^ fls - c,ona mm h,9h,y sw,ar ,0 HSZNF37 Ho ™ «*« 

gD.iMM_ud0930.i /Dfch=Momo sapiens unc93 (C.elegans) homolog B (UNC93B) mRNA 1 

Hs.1265 branched chain keto acid dehydrogenase E1, beta polypeptide (marie svrun urinp riS^S 

Hs.48269 vaccinia related kinase 1 ILJEK * mapiesyrup ""ne disease) 

Hs. 155597 D component of complement (adipsin) ' " 

Hs.29la/^ tb is, Moderately similar to SC14 HUMAN SEC14-LIKE PROTEIN H.s ap i«nc 

Hs. 13405 gephyrin " — — 

Hs.701 9 signal-Induced proliferation-associated gene 1 ~" 

Hs.285005 mitochondrial Import receptor Tom22 " " ' 


-3.61 
-3.58 I 
-3.57 I 
-3.57 1 
-3.56 1 
-3.56 ? 
-3.55 \ 
-3.53 1^ 
-3.52 h 
-3.47 Y 
c 

-3.47 V 


Hs.21 0546 Interleukin 21 receptor ■ — 

<IAA1 117 protein ■ 

Hs.44865 lymphoid enhancer binding factor-1 ' — 

Hs.23585 KIAA1078 protein " — 

Hs.14846 Homo sapiens mRNA; cDNA DKFZp564D016 (from clone DKFZp564D01fl) — 

Hs.47344 advHIin ™ 

Hs.296821 Human facioscapulohumeral muscular dystrophy (FSHD) gene region, D4Z4 tandem reoeat unit 

1S.Z558 bone gamma-carboxyglutamate (gla) protein (osteocalcin) ~" ' 

ls.80741 propionyl Coenzyme A carboxylase, alpha polypeptide 

vefa^ r ° dent rep3,r def?clency ' complementation group 1 (includes 
ls.248007 Human beta-cytoplasmic actln (ACTBP9) pseudoqene ~ 


-3.47 h 


ls.300496 mitochondrial solute carrier " ■ 


-3.45 h 
-3.44 V 


Is. 1 1 1 244 hypothetical protein " ' - — 


-3.37 h 


fs.1 93716 complement component (3b4b) receptor 1 , including Knops blood group system ~] 
ls.79064 deoxyhypusine synthase ~" " 
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-3.36 


H5.5378 spondin 1, (f-spondin) extracellular matrix protein 


-3.35 


Hs.94229 hypothetical protein FU11939 


-3.33 


gb:M24669.1 /DEF=Human Ig rearranged H-chain V-region mRNA (C-D-JH6), complete cds. 


-3.33 


Hs.16193 Homo sapiens mRNA; cDNA DKFZp586B211 (from clone DKFZp5B6B211) 


-3.32 


Hs.5353 caspase 10, apoptosis-related cysteine protease 


-3.32 


Hs.1 17242 meningioma expressed antigen 6 (coiled-coil proline-rich) 


-3.3 


Hs.5378 spondin 1 , (f-spondin) extracellular matrix protein 


-3.29 


Hs.203269 ESTs, Moderately similar to ALU8_HUMAN ALU SUBFAMILY SX SEQUENCE CONTAMINATION 
WARNING ENTRY H.saplens 


-3.27 


Hs. 184523 KIAA0985 protein 


-3.27 


Homo sapiens chromosome 19, cosmid R287B4, complete sequence. 


-3.26 


Hs.21542 KIAA1035 protein 


-3.26 


Hs.83765 dihydrofolate reductase 


-3.25 


Hs .283860 Homo sapiens partial mRNA for MOZCBP chimeric transcript type II 


-3.24 


Hs.1 68625 androgen-induced prostate proliferative shutoff associated protein 


-3.24 


Hs.9846 KIAA1040 protein 


-3.23 


Hs.1 0491 6 hypothetical protein FLJ21940 


-3.22 


gb:BC006222.1 /DEF=Homo sapiens, clone MGC:10279. mRNA, complete cds. 


-3.21 


Hs .73980 troponin T1 , skeletal, slow 


-3.2 


Hs.85195 myeloid leukemia factor 1 


-3.19 


Hs.288697 hypothetical protein MGC11349 


-3.17 


Hs.26899 KIAA0285 gene product 


-3.17 


Hs.262869 plasmlnog en-like 


-3.16 


Hs.226581 COX15 (yeast) homolog, cytochrome c oxidase assembly protein 


-3.16 


Hs.4854 cyclin-de pendent kinase inhibitor 2C (p18, inhibits CDK4) 


-3.15 


Hs.1 84938 Novel human gene mapping to chomosome 13 I 


-3.15 


Hs.44697 ATPase, Class V, type 10C 


-3.14 


Hs.25155 neuroepithelial cell transforming gene 1 


-3.13 


Hs.267263 hypothetical protein 


-3.13 


Hs.21361 KIAA1 023 protein 


-3.11 


Hs 1 80686 UDiquiun protein ligase fcoA muman papilloma virus co-associaieu jjjuusih, nii\ysnitau ayiiuiuuiGj 


-3.11 


Hs.86178 M-phase phosphoprotein 9 


-3.1 




-3.08 


Hs. 31 324 zinc tinger protein loo (pn^-aoj 


-3.06 


Hs.61712 pyruvate dehydrogenase kinase, isoenzyme 1 


-3.06 


Hs. 103839 erythrocyte memDrane proiein Dana ^.i-»ikb o 


-3.06 


Hs.292998 ESTs 


-3,05 


Hs 31476 Homo sapiens cDNA FLJ13872 Ms, clone THYRO1001322 


-3.04 


Hs.26471 Homo sapiens clone HQ0692 


-3.04 


Hs.1 00602 MAD (mothers against decapentapleglc, Drosophlla) homolog 7 


-3.03 


Hs.79993 peroxisomal biogenesis factor 7 


-3.03 


Hs.82919 cullin 2 


-3.02 


Hs.1 975 hypothetical protein FLJ21007 


-3.01 


H* Ilfl73ft KIAA0800 aene Droduct 


-3 


Hs.222306 hypothetical protein MGC3329 


-2.99 


Hs.1 00090 tetraspan 3 


-2.98 


Hs.18889 DKFZP434M183 protein 


-2.98 


Hs.2001 9 hemochromatosis 


-2.96 


Hs.21811 hypothetical protein FLJ10374 


-2.92 


Hs 308332 ESTs, Highly similar to A42735 ribosomal protein L10, cytosolic H.saplens 


-2.9 


Hs.9003 hypothetical protein FLJ13868 


-2.89 


Hs.234265DKFZP586G011 protein 


-2.88 


Hs.26468 amyloid beta (A4) precursor protein-binding, family A, member 2 (X11-like) 


-2.85 


Hs.68398 period (Drosophila) homolog 1 


■ -2.84 


Hs.1 53639 hypothetical SBBI03 protein 


-2.84 


Hs.1 8401 9 Homo sapiens clone 23551 mRNA sequence 


-2.82 


Hs.5378 spondin 1. (f-spondln) extracellular matrix protein 


-2.8 


Hs.1 59900 G protein-coupled receptor 15 
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Table 6 

Differential Gene Expression in Medium vs Fugetaxis SDF-1 Gradients 



-2.8 


Hs.6179 DEADH (Asp-Glu-A!a-AspHis) box polypeptide 17 (72kD) 


-2.8 


Hs.323664 nudix (nucleoside diphosphate linked moiety X)-type motif 6 


-2.79 


Hs.64096 KIAA0427 gene product 


-2.78 


Hs.94037 hypothetical protein FU23053 


-2.75 


Hs.74861 activated RNA polymerase li transcription cofactor 4 


-2.74 


Hs.78946 cullin 3 


-2.74 


Hs.292853 ESTs 


-2.73 


Hs.300772 tropomyosin 2 (beta) 


-2.73 


Hs.69745 ferredoxin reductase 


-2.73 


Hs.75694 mannose phosphate isomerase 


-2.71 


Hs.1 13 epoxide hydrolase 2, cytoplasmic 


-2.71 


Hs.1 12434 Novel human gene mapping to chomosome 13 


-2.71 


Hs.27371 Homo sapiens mRNA; cDNA DKFZp566J123 (from clone DKFZp568J123) 


-2.7 


Hs.287437 Homo sapiens cDNA FLJ11662 fls, clone HEMBA1 004629 


-2.69 


gb:BC006241.1 /DEF=Hamo sapiens, hypothetical protein FU 10647, clone MGC:11318, mRNA, complete cds. 


-2.67 


Hs.301011 KIAA0876 protein 


-2.66 


Hs.142245 HERV-H LTR-asso dating 3 


-2.65 


Hs.283032 hypotheUcal protein PRO2015 


-2.63 


Hs.1 82595 dyneln, axonemal, light polypeptide 4 


-2.63 


Hs.9071 progesterone membrane binding protein i 


-2.62 


gb:U31110.1 /DEF-Human alternatively spliced trp-1 protein and unspliced trp-1 protein (trp-1) mRNA, 
complete cds. 


-2.62 


Hs.1 68670 peroxisomal farnesylated protein 


-2.6 


Hs.66191 Homo sapiens clone 24675 mRNA sequence 


-2.6 


Hs.9196 hypothetical protein 


-2.58 


Hs.1 84376 synaptosomal-assodated protein, 23kD 


-2.58 


Hs.27610 retinoic acid- and interferon-inducible protein (58kD) 


-2.57 


Hs.77868 ORF 


-2.57 


Hs.77152 minichromosome maintenance defident (S. cerevisiae) 7 


-2.56 


Hs.1 15537 putative dipeptidase 


-2.54 


Hs.2006 glutathione S-transferase M3 (brain) 


-2.54 


Hs.7854 zindron regulated transporter-like 


-2.53 


Hs.1 9561 NADH dehydrogenase (ubiquinone) 1 alpha subcomptex, 7 (14.5kD, B14.5a) 


-2.53 


Hs.72980 Protein P3 


-2.53 


Hs.262023 Homo sapiens mRNA; cDNA DKFZp564N1623 (from clone DKFZp564N1623); complete cds 


-2.53 


Hs.79368 epithelial membrane protein 1 


-2.52 


Hs.23964 sin3-assodated polypeptide, 18kD 


-2.51 


Hs.966 coHin 


-2.5 


Hs.1 5898 2,4-dienoyl CoA reductase 2, peroxisomal 


-2.49 


Hs.1 18722 fucosyltransferase 8 (alpha (1,6) fucosyltransferase) 


-2.49 


Hs.278503 regulated in glioma 


-2.48 


Hs.1 80338 tumor necrosis factor receptor superfamily, member 12 (translocating chain-association membrane 
protein) 


-2.48 


Hs.46465 T-cell, immune regulator 1 


-2.48 


Hs.1 00915 peroxisomal biogenesis fa dor 16 


-2.48 


Hs.1 19274 RAS p2l protein activator (GTPase activating protein) 3 (lns(1 l 3,4,5)P4-binding protein) 


-2.46 


Hs.50748 chromosome 21 open reading frame 18 


-2.46 


Hs.25155 neuroepithelial cell transforming gene 1 ! 


-2.46 


Hs.1 08779 DKFZP586E1 51 9 protein 


-2,46 


Hs.82527 sialyltransferase 8 (alpha-N-acetylneuraminate: alpha-2,8-sialytransferase, GD3 synthase) A 


-2.46 


Hs.99491 RAS guanyl releasing protein 2 (caldum and DAG-regulated) 


-2.44 


Hs.1 431 31 glycoprotein A33 (transmembrane) 


-2.42 


gb:BC006332.1 /DEF=Homo sapiens, clathrin, light polypeptide (Lcb), done MGC:12930, mRNA, complete 
cds. 


-2.4 


Hs.7594 solute earner family 2 (facilitated glucose transporter), member 3 


-2.4 


Hs.1 5984 pp21 homolog 


-2.39 


Hs.78056 cathepsin L I 


-2.39 


Hs.1 52981 CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 1 _J 


-2.39 


Hs.271699 polymerase (DNA directed) iota 
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Table 6 

Differential Gene Expression in Medium vs Fugetaxis SDF-1 Gradients 



-2.38 


Hs.101299cullin5 


-2.38 


Hs.49994 Homo sapiens, clone MGC: 10871, mRNA, complete cds 


-2.35 


Hs.211522 /)en=545 


-2.35 


Hs.76297 G protein-coupled receptor kinase 6 


-2.35 


Hs.65648 RNA binding motif protein 8A 


-2.34 


Hs.1 09655 sex comb on midteg <Drosophila)-iike 1 


-2.33 


Hs.6793 platelet-activating factor acetyihydrolase, isoform lb, gamma subunlt (29kD) 


-2.32 


Hs.29417 HCF-blndlng transcription factor Zhangfel 


-2.31 


gb:NM_031 206.1 /DEF=Homo sapiens hypothetical protein FU12525 (FLJ12525), mRNA. 


-2.31 


Hs.29725 hypothetical protein FU13197 


-2.31 


Hs.278973 angiopoietin-3 


-2.31 


Hs.236642 3-hydroxyisobutyryt-Coenzyme A hydrolase 


-2.31 


Hs.1 1 1323 Protein inhibitor of activated STAT X 


-2.3 


Hs.15106 chromosome 14 open reading frame 1 


-2.3 


Hs.5022 imprinted In Prader-Willi syndrome 


-2.29 


Hs.1 3980 ubiquitously transcribed tetratricopeptide repeat gene, X chromosome 


-2.28 


Hs.306533 Untitled 


-2.28 


Hs.285737 Homo sapiens cDNA: FU20895 fis, clone ADKA03483 


-2.27 


Hs.183291 zinc finger protein 268 


-2.27 


Hs.82919cullin2 


-2.26 


Hs.5881 ELL gene (11-19 lysine-rich leukemia gene) ' 


-2.26 


Hs.294014 ESTs 


-2.25 


Hs.62187 phosphatidylinositol glycan, class K 


-2.24 


Hs.1 1 17 tripeptidyl peptidase II 


-2.22 


Hs.1 53299 DOM-3 (C. elegans) homolog Z 


-2.22 


Hs.250619 phorbolin-like protein MDS019 


-2.22 


Hs.301114 zinc finger protein 79 (pT7) 


-222 


Hs.300741 sorcin 


-2.21 


Hs.295923 seven In absentia (Drosophila) homolog 1 


-2.21 


Hs.17775 p75NTR-assodated cell death executor; ovarian granulosa cell protein (13kD) 


-2.2 


Hs.1 741 85 ectonucieotide pyrophosphatasephosphodiesterase 2 (autotaxin) 


-2.19 


Hs.2864 early endosome antigen 1, 162kD 


-2.19 


Hs.321567 complexln 2 


-2.19 


Hs.31432 cardiac ankyrln repeat protein 


-2.18 


Hs.77508 glutamate dehydrogenase 1 


-2.18 


Hs.293495 ESTs, WeakJy similar to ALU1_HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION 
WARNING ENTRY H.sapiens 


-2.17 


Hs.48924 KIAA0512 gene product; ALEX2 


-2.17 




-2.16 


Hs.81424 ubiquitin-llke 1 (sentrin) 


-2.16 


Hs.324730 glutathione S-transferase M1 


-2.15 


gb:AF01 9888.1 /DEF=Homo sapiens Arp23 complex 20 kDa subunit (ARC20) mRNA, complete cds [ 


-2.15 


Hs.82143 E74-like factor 2 (ets domain transcription factor) 


-2.13 


Hs.76297 G protein-coupled receptor kinase 6 


-2.13 


Hs.241 053 ESTs 1 


-2.13 


Hs.207805 Homo sapiens mRNA; cDNA DKFZp564l066 (from clone DKFZp564l066) 


-2.13 


Hs.1 93163 bridging Integrator 1 


-2.12 


Hs .323820 Homo sapiens GL01 3 mRNA, complete cds 


-2.12 


Hs.194637 BANP homolog, SMAR1 homolog 


-2.12 


Hs.6657 /len=657 


-2.12 


Hs.920 modulator recognition factor I 


-2.11 


Hs.5997 hypothetical protein FU13078 i 


-2.11 


Hs.147916 OEAOH (Asp-GIu-Ala-AspHis) box polypeptide 3 


-2.11 


Hs.237146 hypothetical protein FLJ 12752 


-2.11 


Hs.7236 CGI-25 protein 


-2.1 


Hs.3530 TLS-associated serine-arginine protein 2 


-2.1 J 


HS.221040HBS1 (S. cerevisiaeHike 


-2.1 I 


Hs.322645 Homo sapiens mRNA; cDNA DKFZp586J101 (from clone DKFZp586J101) 
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-2.09 
-2.08 
-2.08 
-2.07 
-2.06 

-2.06 
-2.06 
-2.05 
-2.05 
-2.04 


IHs.57553 tousled-like kinase 2 " ~~ 

Hs.71746 hypothetical protein FU11583 " — 

Hs.234898 /len=382 1 

gb.AF356353.1 /DEF-Homo sapiens spindlin-like protein 2 (SPIN2) mRNA, complete cds 

PROTEIN 83 m ° S3PlenS FLJ1349S fis> done PLACE1004471, weakly similar to ZINC FINGER * 

Hs.282344 Homo sapiens cONA FLJ13387 fis, done PLACE1001136 ' 

ns.^o j / u» iipopoiysaccnanae specific response-7 protein 

Hs.110796SAR1 protein — 

Hs.1 08947 KIAA0050 gene product "~~ ™ 

Hs.271 954 pan-hematopoletlc expression " ~" 


-2.04 
-2.03 
-2.02 
-2.01 
-2.01 

-2.01 


Hs.279819 APR-1 protein ■ — 

" Hs.279932 CGI-105 protein ~~ " 

Hs.178011 hypothetical protein FLJ20257 ' ■ 

" Hs.13225 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 4 " — 

p!ot 1 e!n) 338 tUm ° r r)eCWStS faCt ° r reCept ° r superfamI, y- member 12 (translocating chain-association membrane 

Hs.16193 Homo sapiens mRNA; cDNA DKF2p586B211 (from done DKFZd586B21 <n 


_2 
-2 
-2 


Hs.5002 copper chaperons for superoxide dismutase " ~ 

Hs.279777 hypothetical protein — — 


-1.99 
-1 .97 


Hs.264330 N-acylsphingosine amidohydrolase (acid ceramidaseHike 

no.*™, owio w reiaiea, matrix associated, actin dependent regulator of chromatin, subfamily a, member 5 


-1.97 


Ms.dU2ll4 Human DNA sequence from clone RP5-843L14 on chromosome 20. Contains ESTs STSs and 

,D^ S ;5° ntainS 3 n ° Vel 9ene and the 5 part of a 8ene for a novel P^ 1 " sJmDar t0 linked ribosomal protein 4 
(RPS4X) r 


-1 07 

i.y/ 

1 Q7 
- 1 .©/ 


Hs. 1 02 aminomethyltransferase (glycine cleavage system protein T) 

Ms. 75/90 pnosphatidylinositol glycan, class C 


-A OR 


protean) 338 tumornecrD5,s fador receptor superfamily, member 12 (translocating chain-association membrane 


-1.95 




-1.93 


* -»■ * -■•'■>' tnjiw iiviiiiviid i dm7^iiui •daouud ieu piumin, yo-KL> suounit 


-1.92 


Hs. 99847 peroxisome biogenesis" factor 1 


-1 .92 


Hs.46736 hypothetical protein FLJ23476 ~ " ~" " — 


-1.92 
-1.91 


Hs. 77252 fragile histidine triad gene " ' """ — ~*~ 


-1.91 


" 1 w*\ uiiiumy piwioiM \ i or;-d&touu«iifcjo idcior, kina polymerase 1, C, 110KD 


-1.91 
-1.9 


Hs.81 98 zinc finger protein 204 " — 

electron-transferring-flavoprotein dehydrogenase —■ = -~— 


-1.9 


Hs.29288 hypothetical protein FU21865 ~ " — 


-1.9 


Hs.244 amino-terminaJ enhancer of split ~ ' — 


-1.89 
-1.89 


Hs.279902 cofactor required for Sp1 transcriptional activation, subunit 9 (33kD) 

Hs.1 19699 hypothetical protein FLJ12969 " — 


-1.89 


Hs.156667 KIAA1536 protein — " 


-1.88 


Hs.48433 endocrine regulator ~~ ~" — 


-1.68 


Hs.81 24 PH domain containing protein In retina 1 "~ ~~ — 


-1.87 


Hs.29321 9 ESTs ~~ 


-1.86 I 


Hs.110298 hypothetical protein FLJ13322 " 


-1.86 I 


Human clone 2371 9 mRNA sequence " ' * — 


-1.86 \ 


Hs.1 521 51 plakophi!in4 ~ ' ■ 


-1.86 \ 


Hs.24284 ADP-nbosyttransferase (NAD+; poly <ADP-ribose) polymerase)-like 2 


-1.86 \ 


Hs.9884 spindle pole body protein 


-1.85 \ 


Hs.1 22607 B-cell CLLIymphoma 9 " " 


-1.85 I- 


Hs.7194 CGI-74 protein " " " — 


-1.84 \ 


te.322478 KIAA0117 protein 


-1.84 r 


te. 12835 A kinase (PRKA) anchor protein 7 


-1.83 V 


te.43803 leukocyte-associated Ig-llke receptor 2 


-1.83 V 


ls.66708 vesicle-associated membrane protein 3 (cellubrevin) 


-1.82 F 


is.249495 heterogeneous nuclear ribonucfeoproteln A1 
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•1 0*5 


Hs.266933 hect domain and RLD 2 


-1 81 


Hs. 11 9000 actinin, alpha 1 


-1 81 


Hs.1774B6 amyloid beta (A4) precursor protein (protease nexln-ll, Alzheimer disease) 


1 .0 


Hs.300684 caldtonin gene-related peptide-receptor component protein 


-1 ft 


n5.iU4au hypothetical protein FLJ20452 


1 ft 


Hs. 27978 5 putative secreted protein 


-1 .0 


Hs.17409 cyslelne-rich protein 1 (intestinal) 


-1.79 


Hs.301201 Homo sapiens cDNA FU14152 fis, done MAMMA1 003089 


-1 .79 


Hs. 16803 LUC7 (S. cerevisiae)-like 


-1.79 


Hs.265561 CD2-associated protein 


-1.79 


Hs.30696 transcription factor-like 5 <basic helix-loop-helbc) 


-1.79 


Hs.46907 /len-607 


-1.78 


Hs.240112 KIAA0276 protein 


-1 .78 


Hs.41072 serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 6 


-1.77 


Hs.330056 hypothetical protein FU22795 


-1./Y 


Hs.5353 caspase 10, apoptosis-related cysteine protease 


-1 .77 


Hs.75061 macrophage myrlstoylated alanlne-rich C kinase substrate 


-1.77 


gb:NM_03 1214.1 /DEF-Homo sapiens hypothetical protein (AF311304), mRNA. 


-1.76 


Hs. 285848 KIAA1454 protein 


-1.76 


Hs. 75692 asparagine synthetase 


-1.75 


Hs .36972 CD7 antigen (p41) 


-1.75 


Hs.83958 transducin-like enhancer of split 4, homolog of Drosophila E(sp1) 


-1.75 


Hs.64310 inteneukm 11 receptor, alpha 


-1.74 


Hs. 198726 vasoactive intestinal peptide receptor 1 


-1 .74 


Hs.1 94329 hypothetical protein FLJ21 1 74 




Hs. 102456 survival of motor neuron protein interacting protein 1 




Hs.26471 Homo sapiens clone HQ0692 


-1.74 


Homo sapiens Chromosome 16 BAC done CIT987SK-A-67A1 , complete sequence 


-1.74 


Hs.1 581 95 heat shock transcription factor 2 


-1.74 


Hs.306173 phosphatidyiinositol glycan, class C, pseudogene 1 


-1.73 


Hs.9452 KIAA0770 protein 


-1.73 


Hs.31834 Homo sapiens clone 25129 mRNA sequence 


-1.73 


Hs.77602 damage-specific DNA binding protein 2 (48kD) 


-1.73 


Hs.20952 Homo sapiens clone 24411 mRNA sequence 


-1.73 


Hs.9880 peptidyl prolyl isomerase H (cyclophllin H) 


-1.72 


Hs.236642 3-hydroxyisobutyryl-Coenzyme A hydrolase 


-1.72 


Hs.78409 collagen, type XVIII, alpha 1 


-1.72 


Hs.4764 K1AA0763 gene product 


-1.72 


Hs.1602 dihydropyrimidine dehydrogenase 


-1.72 


Hs.404 myeloidlymphoid or mixed-Hneage leukemia (trithorax (Drosophila) homolog); translocated to, 3 


-1.71 


Hs.301667 Homo sapiens mRNA; cDNA DKFZp566l043 (from done DKFZp566l043) 


-1.71 


Hs. 180895 putative brain nuclearly-targeted protein 


-1.71 


Hs.1 28646 hypothetical protein FLJ20639 


-1.71 


Hs.1 84736 hypothetical protein FU10097 


-1.71 


Hs.9222 estrogen receptor binding site associated, antigen, 9 


-1.7 


Hs.30783 hypothetical protein FLJ20850 


-1.7 


4s.1 10477 dolichyl-phosphate mannosyltransferase polypeptide 3 
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Table 7 



Chemotaxis versus Fugetaxis: Downstream transcriptional changes 

Increased in Fugetaxis 



Actin/Cytoskeletal 
Increased in Chemotaxis 



2.97 


Spectrin beta, non-erythrocytic 1 


3.05 


Microtubule-associated protein, RPEB3 


2.62 


Myosin, light polypeptide 5, regulatory 


2.81 


Plectin 1, intermediate filament binding 
protein 


2.52 


Keratin 1 


2.46 


Microtubule-associated protein 1 A like 
protein (MILP) 


1.98 


Plakophilin 4 


2.20 


Ankyrin 1, erythrocytic 


1.81 


Capping protein (actin filament), muscle 


2.08 


Capping protein (actin filament), gelsolin-like 



ECM/Adhesion 



14.00 


Collagen, type XVIII, alpha 1 


11.00 


Chitinase 3-like 1 (cartilage glycoprotein-39) 


4.73 


Spondin 1 (f-spondin) 


3.71 


Epithelial V-like antigen 1 


3.47 


CD31 adhesion molecule 


2.99 


Vascular endothelial growth factor (VEGF) 


3.33 


Tetxaspan 3 


1.71 


Fibulin 1 


2.13 


Glycoprotein A33 


1.70 


Carcmoembryonic antigen-related cell 
adhesion molecule 3 



T-ceII activation 



5.76 


Stat2 type a 


4.71 


MHC class II transactivator 


3.22 


Interleukin 21 receptor 


2.65 


T-cell receptor, alpha chain 


2.20 


T-cell, immune regulator 1 


2.00 


T-cell activation, increased late expression 






1.88 


MKP-1 like protein tyrosine phosphatase 






1.72 


T-cell receptor gamma constant 2 






1.70 


T-cell receptor gamma locus 



Migration related 



2.90 


angio-associated, migratory cell protein 


5.15 


chemokine (C-X3-C) receptor 1 






3.24 


EphAl receptor 






2.40 


ephrin-A5 
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